
Table S3. Bioinformatic prediction of CREB1 and ETS/SRF target genes. 
 

   Promoter sequences with BS    

Gene symbol 
Binding 
site (BS) 

BS in mouse 
promoter 
location* 

# of 
species Ortholog# 

Conserved 
BS / Module

fold change in 
microarray Promoter ID Transcript ID 

Sst CREB1 −55 bp 10 Hs, Mm, Rn, Bt, Cfa,  Pt, Mmu, Ssc,  Mdm, Dr  2§ −1.80 GXP_82140 NM_009215 
Gria3 CREB1 −885 bp 8 Hs, Mm,  Bt, Cfa, Eca, Pt, Mmu,   Mdm  1 −1.34 GXP_229843 AK046158 

CREB1 −459 bp 8 Hs, Mm, Rn,  Cfa, Eca, Pt, Mmu,    Dr  1 Dusp4 ETS/SRF +17 bp 7 Hs, Mm,  Cfa, Eca, Pt, Mmu Rn,  1 −1.86 GXP_270699 NM_176933 

CREB1 −145 to −76 bp 6 Hs, Mm,  Bt, Cfa,     Gga,  Dr  2 Egr1 ETS/SRF −422 to −82 bp 4 Hs, Mm,  Bt, Cfa  4 −2.13 GXP_423205 NM_007913 

CREB1 −74 bp 6 Hs, Mm, Rn, Bt,   Pt, Mmu  1 D15Wsu169e ETS/SRF −96 bp 2  Mm, Rn  1 −1.29 GXP_295561 AK035479 

Zfp326 ETS −113 bp 5 Hs, Mm,  Bt,   Pt, Mmu  1 −1.36 GXP_152119 AK017693 
Bdnf (transcript 
variant 3) CREB1 −45 bp 4 Hs, Mm,    Eca, Pt  1 −1.41 GXP_892129 NM_001048141 

CREB1 −238 bp 3  Mm,  Bt,     Ssc  1 Dusp5 ETS/SRF −271 bp 4 Hs, Mm,  Bt,     Ssc  1 −1.90 GXP_313715 NM_001085390 

Egr4 CREB1 −234 to −166 bp 3  Mm,  Bt,   Pt  2 −2.24 GXP_303501 NM_020596 

 


