Table S1

Symbol Definition Value R eference
S2¢ cytoplasmic SMADZ2 121.2nM Schmierer et al, PNAS, 2008
S2n nuclear SMAD2 57nM Schmierer et al, PNAS, 2008
Sdc cytoplasmic SMAD4 50.8nM Schmierer et al, PNAS, 2008
San nuclear SMAD4 50.8nM Schmierer et al, PNAS, 2008
pS2c cytoplasmic phospho SMAD2 0onM Schmierer et al, PNAS, 2008
pSZn nuclear phospho SMAD?2 OnM Schmierer et al, PNAS, 2008
pS24c cytoplasmic SMAD2 SMAD4 complex onM Schmierer et al, PNAS, 2008
pS24n nuclear SMAD2 SMAD4 complex OonM Schmierer et al, PNAS, 2008
pS22¢ cytoplasmic SMAD2 SMAD?2 complex OnM Schmierer et al, PNAS, 2008
pS22n nuclear SMAD2 SMADZ complex OnM Schmierer et al, PNAS, 2008
TGFPB transforming growth factor beta 0 or 10nM Schmierer et al, PNAS, 2008
PPase Phosphatase InM Schmierer et al, PNAS, 2008
RI TGF type | receptor 3.66nM Vilar et al, Plos Computational Biology, 2006
RII TGF type Il receptor 3.66nM Vilar et al, Plos Computational Biology, 2006
LR ligand receptor | receptor |1 complex OonM Vilar et al, Plos Computational Biology, 2006
Rle endosomal TGF typel receptor OnM Vilar et al, Plos Computational Biology, 2006
RiTe endosomal T GF typell receptor OnM Vilar et al, Plos Computational Biology, 2006
LRe endosomal Tigand receptor T receptor 11 complex OnM Vilar et al, Plos Computational Biology, 2006
TIF1y Transcriptional Intermediary Factor 1y from 0 to 50nM Dupont et al, Cell, 2009
FAM deubiquitinase 10nM Dupont et al, Cell, 2009
pS24nTIF 1y nuclear SMAD2 SMAD4 TIF 1y complex onM Dupont et al, Cell, 2009 and He et al, Cell, 2006
pS2nTIF 1y nuclear phospho SMAD2 TIF 1y complex OonM Dupont et al, Cell, 2009 and He et al, Cell, 2006
Sdub ¢ cytoplasmic ubiquitinate SMAD4 OnM Dupont et al, Cell, 2009
S4ub n nuclear ubiquitinate SMAD4 OnM Dupont et al, Cell, 2009
Kin import rate 26%10 s T Schmierer et al, PNAS, 2008
Kex export rate 5.6 %10"7s” T Schmierer et al, PNAS, 2008
Kphos phosphorylation rate 4,04 %10 *nM " Ts T Schmierer et al, PNAS, 2008
Kinahvas dephosphorylation rate 7#10" nM "1 577 Schmierer et al, PNAS, 2008
CJ?F complex import factor 5.672 no unit Schmierer et al, PNAS, 2008
e Smad complex association rate 2%10 nM - 1.5 T Schmierer et al, PNAS, 2008
Kor 1 Smad complex separation rate LE*10 1871 Schmierer et al, PNAS, 2008
ks Ligand receptor association rate InM s T Vilar et al, Plos Computational Biology, 2006
Kea constitutive degradation rate 4.68 %10 s~ 7 Vilar et al, Plos Computational Biology, 2006
kijg ligand induces degradation rate 416 %10 °s T Vilar et al, Plos Computational Biology, 2006
ki internalization rate 5.55 %10 s~ ! Vilar et al, Plos Computational Biology, 2006
ke recycling rate 5.55 %10 "5~ T Vilar et al, Plos Computational Biology, 2006
pRI receptors | production rate 9.75%10"°nM .s~ ! Vilar et al, Plos Computational Biology, 2006
pRII receptors || production rate 4.87 10" °nM s~ T Vilar et al, Plos Computational Biology, 2006
alpha efficiency of recycling of active receptors 1 no unit Vilar et al, Plos Computational Biology, 2006 |
Konps24nT1F 1Y pS24nT IF 1y complex association rate 2%10"°nM ~ 1 57T Dupont et al, Cell, 2009
Kof  ps24nTIF 1Y pS24nT IF 1y complex dissociation rate 1.6 %107 7s~ ! Dupont et al, Cell, 2009
Kof fpsanTiF 1Y pS2nTIF 1y complex dissociation rate 1.6 %10 %s~ 1 He et al, Cell, 2006
Kinsaub S4ub import rate 5.2 %1075~ Dupont et al, Cell, 2009
Kdub S4ub ¢ deubiquitination rate 7 %10 *nM ~ 1571 Dupont et al, Cell, 2009




