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Table S2 DNA primer sequences
	Name
	5’ ( 3’ Sequence
	cleavage sites / tags

	tRNA(CUA)template_fwd
	GGTGGGGTTCCCGAGCGGCCAAAGGGAGCAGACTCTAAATCTGCCGTCATCGACCTCGAAGGTTCGAATCCTTCCCCCACCAC
	-

	tRNA(CUA)template_rev
	gtggtgggggaaggattcgaaccttcgaGgtcgatgacggcagattTAGagtctgctccctttggccgctcgggaaccccacc
	-

	tRNA5’
	GGGGGGACCGGTAAGCTTCCCGATAAGGGAGCAGGCCAGTAAAAAGCATTACCCCGTGGTGGGTTCCCGA
	AgeI

	tRNA3’
	GGCGGCGCTAGCGGGAAGTTCAGGGACTTTTGAAAAAAATGGTGGTGGGGGAAGGAT
	NheI

	pADHf
	GGGGGGACCGGTCGGGATCGAAGAAATGATGGTAAATGA AATAGGAAATCAAGG
	AgeI

	pADHr
	GGGGGGGAATTCAGTTGATTGTATGCTTGGTATAGCTTGAAATATTGTGCAGAAAAAGAAAC
	EcoRI

	pESCTrp1
	TCATAACGAGAATTCATG GCAAGCAGTAACTTG
	EcoRI

	pESCTrp2
	TTACTACGTGCGGCCGCTTATTTCCAGCAAATCAGAC
	NotI

	5’Muta N126N
	ATCGCGGCCAATAATTATGACTGGTTCG
	

	3’Muta N126N
	GTCATAATTATTGGCCGCGATAGCAGAG
	

	5’tyr muta 3306-1
	CATGCATGCATGGCACTCCTTTGTGGCTTCGATCCTACCGCTGAC
	


	5’tyr muta 3306-2
	GGTAGCCCAGGTGACGGACGAGGAAGCGTTAGCAGAGCGACTGGCGCAAGGCCCGATCGCACTCCTTTGTGGCTTCGA
	

	Thr37f
	CCGATCGCACTCACGTGTGGCTTCGATCCTACCG
	-

	Thr37r
	ATCGAAGCCACACGTGAGTGCGATCGGGCCTTGC
	-

	Ala183f
	CAGGGTTATTCGGCTGCCTGTGCGAACAAACAGT
	-

	Ala183r
	GTTCGCACAGGCAGCCGAATAACCCTGCAACAGG
	-

	Leu186f
	TCGGCTGCCTGTCTTAACAAACAGTACGGTGTGG
	-

	Leu186r
	GTACTGTTTGTTAAGACAGGCAGCCGAATAACCC
	-

	hSODfp
	CATGCATGCATGAAGCTTATGGCGACGAAGGCC
	HindIII

	hSODrp
	CATGCATGCATGGAATTCTCAATGGTGATGGTGATGATGTTGGGCGATCCCAATTAC
	EcoRI / hexahistidine-tag

	SODmutf
	AAGGTGTAGGGAAGCATTAAAG
	-

	SODmutr
	GCTTCCCTACACCTTCACTGGT
	-


All cleavage sites for endonucleases are marked in bold italics; tag-sequences are underlined.

Table S2 continued. DNA primer sequences
	Name
	5’ ( 3’ Sequence
	cleavage sites / tags

	PGK1fp
	GCTTAATGGGGCGCTACAGGGCGCGTGGGGATGATCCACTAGTACTTCAACTCAAGACGCACAGATATTATAACATCTGC
	-

	PGK1rp
	CTTAATATTCCCTATAGTGAGTCGTATTACAGCTGTGTTTTATATTTGTTGTAAAAAGTAGATAATTACTTCCTTGATGA
	-

	hSOD1_Strep_fp
	AGGAAACGCTGGAAGTCGTTTGGCTTGTGGTGTA ATTGGGATCGCCCAAAGCGCTTGGAGCCACCCGCAG
	Strep-tag II

	hSOD1_Strep_rp
	CCCTCTAGATGCATGCTCGAGCGGCCGCCAGTGTGATGGATATCTGCAGAATTCTTATTTTTCGAACTGCGGGTGGCTCC
	NotI, EcoRI / Strep-tag II

	azPheRS1-(6xHis)_fp
	TCTTGCAATTGTTTAATCAAGTTACTGCTTGCCATAT GGTGATGGTGATGATGCATGAATTCAGTTGATTGTATGCTTGG
	EcoRI / hexahistidine-tag

	azPheRS1-(6xHis)_rp
	TTCTGGCAACCAAACCC
	-


All cleavage sites for endonucleases are marked in bold italics; tag-sequences are underlined.[image: image1][image: image2][image: image3]
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