Table S3. Fatty acids composition of yeast co-expressing Cb5 and FAD2/FAD3 of Arabidopsis

Constructs 16:0 16:1 16:2 18:0 18:1 18:2 18:3

28°C 15°C 28°C 15°C 28°C 15°C 28°C 15°C 28°C 15°C 28°C 15°C 28°C 15°C
W(empty pESC) [ 23.9%027 21.9£0.09 39.0+0.18 458 +0.09 93+013 64+004 278033 259+0.16
M(empty pESC) | 23.1 £+0.08 21.5+0.33 39.1+0.69 46.0%0.72 8.7+0.11 6.1+0.18 29.1+0.65 26.3+0.27
W+FAD2 2334022 21.9+0.02 39.1+0.34 451+0.01 02%003 01000 90+0.14 6.3+0.12 266+0.01 248+0.15 1.8+0.14 1.8+0.03
M+FAD2 22.8+0.10 22.0£0.90 39.3+0.28 46.0+0.83  ND ND 87+0.07 6.1+027 288032 2574031 05+001 0.3+0.03
M+FAD2+Cb5-A | 22.4+0.05 19.7+0.25 39.5+0.08 47.5+0.23 04+0.03 04+0.07 88+0.05 59+0.19 258+020 2224074 3.1+0.16 4.3+0.54
M+FAD2+Cb5-B | 22.8+0.12 225+0.09 36.9+0.17 43.1+0.03 1.2+0.13 1.3+0.03 92+022 6.7+0.17 2394060 189+0.04 6.0+0.58 7.4+0.16
M+FAD2+Cb5-C | 22.9£0.07 21.5+0.03 38.1+0.28 44.1+0.17 09+0.19 12:004 9.0£0.05 64+0.07 23.7+0.86 19.6+0.17 54+0.84 7.2£0.17
M+FAD2+Cb5-E | 21.8+0.05 18.2+0.13 40.3+0.14 47.7+0.16 0.6+0.06 05+0.01 8.8+0.13 6.6+0.07 245+028 21.6+0.12 3.9+022 5.3+0.04
W+FAD3* 22.8+028 21.4+0.17 388+0.52 457 +0.06 91+030 60£029 293+0.10 26.9+0.40
M+FAD3* 2284029 21.2+0.16 38.4+0.21 46.0+0.03 9.1+£0.15 6.1+0.16 29.7+0.23 26.7+0.34
W(empty pESC) | 21.9+1.17 21.7£0.13 26+0.33 8.4+0.17 7.8+043 49+008 18+020 4.4+011 659+2.11 60.6+0.25
W(empty pESC) | 22.9+0.29 215+0.53 3.1+0.26 8.7+0.46 84+014 47+011 21+019 45+027 63.3+0.84 60.6+1.32
W+FAD3 171+£2.18 207+021 1.9+041 7.7+0.32 6.0 £0.82 45+007 1.3+026 4.1+0.15 73.4 £3.73 62.6+0.63 0.3+0.06 0.3+0.01
M+FAD3 17.8+0.76 212+0.36 20+020 83%0.29 6.6+£0.04 48+028 12+010 4.4+019 721+111 61.0£1.09 0.3+0.02 0.3+0.01
M+FAD3+Cb5-A | 155+0.30 17.6+0.90 2.7+0.10 7.6+0.36 59+0.03 44+048 20+005 4.6+0.84 69.9+046 545+2.85 4.0+0.05 11.4+0.49
M+FAD3+Cb5-B | 16.9+0.59 19.0+0.37 22%0.02 6.1+0.47 6.2£026 4.6+006 1.4+003 35+022 652+1.05 551143 82+1.40 11.8+0.42
M+FAD3+Cb5-C | 19.4+0.88 19.2+0.82 26+019 6.2+057 73£010 4.7+041 18015 34037 67.2+1.16 61.3+2.63 1.7+0.15 52+0.47
M+FAD3+Cb5-E | 17.8+0.65 187+0.30 2.8%0.11 9.0+0.45 6.9+0.14 53+021 20+010 47+020 623+113 495+282 82+1.77 12.6+1.66

For Cb5 and FAD3 co-expression study 18:2 were added to the culture before induction with galactose. FAMES were analyzed by GC-FID. Induction time for culture maintained at

28"C and 15”C were 48 and 96 hour respectively. Values represents mol percentage of total fatty acids. + represents SD of three independent cultures. W= wild type yeast;
M= mutant yeast disrupted in endogenous Cb5 gene; ND= Not detected. *Clutures not fed with 18:2.



