
Reference articles for the experimentally validated targets on the top 500 interactions

In this text S3 the citations for each experimentally validated targets associated to the experimental biology behind MCC shown in the table 3 of the article are included. The full reference of each citation is included after the table.
Table 1. Predicted experimentally validated targets and the cancer to which they have been related in the literature: results for MCC dataset.
	Interactions
	Database
	Method
	Associated to

	Gene
	miRNA
	TaRBase
	miRecords
	miRWalk
	TaLasso (1/5)
	TaLasso (1/10)
	GenMiR++
	Correlation
	OV
	BC
	EC
	CC
	LC
	BrC
	NC
	PC
	GC

	EEF1A2
	let-7f
	
	X
	X
	X
	X
	
	
	[1]
	
	
	
	
	
	
	
	

	FSCN1
	miR-133a
	
	
	X
	X
	X
	
	
	
	[2]
	[3]
	
	
	
	
	
	

	FSCN1
	miR-145
	
	
	X
	X
	X
	
	
	
	[2]
	[3]-[4]
	[5]
	
	
	
	
	

	BRAF
	miR-192
	
	
	X
	
	X
	
	
	
	
	
	[6]
	
	
	
	
	

	CCND1
	miR-194
	
	
	X
	
	X
	
	
	
	
	
	
	[7]
	
	
	
	

	HOXD10
	miR-200c
	
	
	X
	
	X
	
	
	
	[8]
	
	[8]
	[8]
	[8]
	
	
	

	CDKN2A
	miR-99a
	
	
	X
	
	X
	
	
	
	
	
	
	[9]
	
	
	
	

	TFF1
	let-7f
	
	X
	X
	X
	
	
	
	[1]
	
	
	
	
	
	
	
	

	CEACAM5
	miR-143 / 145
	
	
	X
	X
	
	
	
	
	
	
	[10]
	
	
	
	
	

	KRT14
	miR-143
	
	
	X
	X
	
	
	
	
	
	[11]
	
	
	
	
	
	

	KRT7
	miR-145 / 195
	
	
	X
	X
	
	
	
	
	[12]
	
	
	
	
	
	
	

	INS
	miR-27a
	
	
	X
	X
	
	
	
	[13]
	
	
	
	
	[13]
	
	
	

	IGFBP6
	miR-27a
	
	
	X
	X
	
	
	
	[13]
	
	
	
	
	[13]
	
	
	

	PIGR
	miR-125b
	
	X
	X
	
	
	X
	
	
	
	
	
	
	
	
	[14]
	

	BRAF
	miR-145
	
	
	X
	
	
	X
	
	
	
	
	[6]
	
	
	
	
	

	PLK1
	miR-100
	
	
	X
	
	
	
	X
	
	
	
	
	
	
	[15]
	
	

	BAK1
	miR-125b
	
	X
	
	
	
	
	X
	
	
	
	
	
	[16]
	
	
	

	E2F1
	miR-195
	
	
	X
	
	
	
	X
	
	
	
	
	
	
	
	
	[17]

	TWIST1
	miR-141
	
	
	X
	
	
	
	X
	
	
	
	
	
	[18]
	
	
	

	TWIST1
	miR-200c
	
	
	X
	
	
	
	X
	
	[10]
	
	
	
	[18]-[19]
	
	
	


CLL: Chronic Lymphoblastic Leukaemia, ALL: Acute Lymphoblastic Leukaemia, AML: Acute Myeloid Leukaemia, IC: Immunce Cells, IR: Immune Response, HSC: Haematopoietic SC.

The experimentally validated targets included in the top 500 targets predicted were selected and their literature references included on TaRBase, miRecords and miRWalk were analyzed in search of biological relevancy. In the table only those interactions with a literature reference related with MCC environment have been included. This was made for the predictions of TaLasso, GenMiR++ and Pearson Correlation.
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