Table S2 cp and mt genomes of 15 plants comparison in this study

	Claffication
	Scientific Name
	Common Name
	Taxonomy IDs
	Cp accession number
	Mt accession number
	Reference

	Algae
	
	
	
	
	
	

	   Charophyta
	Chara vulgaris
	Green algae
	55564
	NC_008097
	NC_005255
	
 ADDIN EN.CITE 

[1,2]


	Land plants
	
	
	
	
	
	

	 Bryophyta
	Marchantia polymorpha
	Livewort
	3197
	NC_001319
	NC_001660
	
 ADDIN EN.CITE 

[3,4]


	
	Megaceros aenigmaticus
	Hornworts
	13813
	NA
	NC_012651
	5[]


	Seed plants
	
	
	
	
	
	

	Gymnosperm
	
	
	
	
	
	

	          Cycads
	Cycas taitungensis
	Emperor sago
	54799
	NC_009618
	NC_010303
	
 ADDIN EN.CITE 

[6,7]


	Angiosperm
	
	
	
	
	
	

	      Monocots
	Triticum aestivum
	Wheat
	4565
	NC_002762
	NC_007579
	
 ADDIN EN.CITE 

[8,9]


	
	Oryza sativa
	Rice
	39947
	NC_001320
	NC_011033
	
 ADDIN EN.CITE 

[10,11]


	
	Sorghum bicolor
	Sorghum
	4558
	NC_008602
	NC_008360
	
 ADDIN EN.CITE 

[12]


	
	Tripsacum dactyloides
	Gama grass
	4563
	NA
	NC_008362
	

	
	Zea mays
	Maize
	381124
	NC_001666
	NC_007982
	
 ADDIN EN.CITE 

[13,14]


	           Dicots
	Beta vulgaris
	Sugar beet
	3555
	NA
	NC_002511
	15[]


	
	Brassica napus
	Oilseed rape
	3708
	NA
	NC_008285
	16[]


	
	Arabidopsis thaliana
	Mouse-ear cress
	3702
	NC_000932
	NC_001284
	
 ADDIN EN.CITE 

[17,18]


	
	Nicotiana tabacum
	Tobacco
	4097
	NC_001879
	NC_006581
	
 ADDIN EN.CITE 

[19,20]


	
	Vitis vinifera
	Grape
	29760
	NC_007957
	NC_012119
	
 ADDIN EN.CITE 

[21,22]


	
	Boea hygrometrica
	Xuan shuo ju tai (Pinyin, China) 
	472368
	JN107811
	JN107812
	

	
	Olea europaea
	olive
	4146
	NC_013707
	NA
	23[]
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