Supplementary Table S11: Motifs discovered by MEME on the intergenic regions (IR) and 3’UTRs data set.
	Motif identified
	Specific to
	P-value
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	all IR
	From 7.00e-05 to 8.43e-07
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	all IR
	From 2.47e-04 to 1.58e-06
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	all IR
	From 2.30e-04 to 3.55e-05
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	All IR 4-2
	3.28e-07
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	IR 6-5 for An. gambiae and An. plumbeus only
	1.86e-05
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	IR 2-1 for An. funestus and  An. stephensi only
	2.13e-06
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	3UTR GSTE2
	From 7.63e-05 to 1.88e-06
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	3UTR GSTE4
	From 1.80e-04 to 4.83e-05
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	3UTR GSTE4
	From 4.61e-05 to1.07e-05
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	3UTR GSTE4
	From 3.47e-06 to 6.70e-08
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