Table S4: Substitution models determined from jModelTest and ProtTest during the study.
	Data matrix
	Gene
	Model

	Basidiomycota
	LSU
	GTR+I+G

	Ascomycota – Basidiomycota
	SSU
	TRN+G

	Ascomycota – Basidiomycota
	LSU
	GTR+I+G

	Ascomycota – Basidiomycota
	RPB2
	LG+I+F

	Armillaria
	ITS
	TVM+I+G*

	Armillaria
	LSU
	TIM+I+G*

	Armillaria
	EF-1α
	TIMef+I+G*


* The invariable sites parameter (I) was excluded from the maximum likelihood and BEAST analyses as this parameter greatly deflated the maximum likelihood bootstrap and poster probability values.  

