	Group
	Sequence (5’ to 3’)
	Reference

organism
	AT (°C)
	Reference

	Universal bacteria (Uni340F/Uni514R)
	F’: ACTCCTACGGGAGGCAGCAGT

R’: ATTACCGCGGCTGCTGGC
	E.coli
	63
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	Bacteroidetes (Bact934F/Bact1060R)
	F’:GGARCATGTGGTTTAATTCGATGAT

R’: AGCTGACGACAACCATGCAG
	B. fragilis
	63
	[2]

	Enterobacteriaceae

(Uni515F/Ent826R)
	F’: GTGCCAGCMGCCGCGGTAA
R’: GCCTCAAGGGCACAACCTCCAAG
	E. coli
	67
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	Firmicutes

(Firm350F/Firm814R)
	F’: GGCAGCAGTRGGGAATCTTC
R’: ACACYTAGYACTCATCGTTT
	L. reuteri
	56
	[3]
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