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Rationale for using gene weight “wi” in Liptak-Stouffer method

Frequently, the “wi” in the Liptak-Stouffer formula refers to the weight of the study sample. However, if the gene weights in a network follow the properties of a sample size, then using the gene weights for “wi” in the Liptak-Stouffer method should be justified. The following points argue that gene weights indeed follow the properties of sample size:

1. As power to detect an associated gene increases with sample size, similarly, the power to detect a given protein in a network increases as network size increases.

2. Similar to sample size, as network size increases the standard error of the mean (SEM) of network weights decreases (Figure S2).
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