Table S5. Predicted results of sTarPicker for six activation sRNA-target pairs
	No
	Bacterial strain
	Accession number
	Protein-coding gene number
	sRNA
	Target
	Regulation
	sTarPicker Probability

	1
	Escherichia coli str. K-12 substr. MG1655
	NC_000913
	4149
	DsrA
	rpoS
	activation
	1.000

	2
	Escherichia coli str. K-12 substr. MG1655
	NC_000913
	4149
	RprA
	rpoS
	activation
	1.000

	3
	Escherichia coli str. K-12 substr. MG1655
	NC_000913
	4149
	RyhB
	shiA
	activation
	0

	4
	Escherichia coli str. K-12 substr. MG1655
	NC_000913
	4149
	GlmZ
	glmS
	activation
	0.645

	5
	Azotobacter vinelandii DJ
	NC_012560
	5051
	ArrF
	phbR
	activation
	0

	6
	Azotobacter vinelandii DJ
	NC_012560
	5051
	ArrF
	sodB
	activation
	0.009


The column of Protein-coding gene number shows the total gene number of the bacterial genome.
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