
 

 

 

 

Supplementary Figure S5. Superposition of the equilibrated 5mC structure after 

simulation (atom-name specific coloring) and the crystal structure (PDB-ID:3fde [2], 

green). The 5mC nucleotide, the residue I454 of the SRA binding pocket and the conserved 
water molecule are shown. Note that the distance between the oxygen atoms of the conserved 
water molecules in the two structures is only 1.1 Å. 
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