Table S9. Near terminal palindromes in homogeneous PATEs and relation to IS605 type transposons

	Section A: Near Terminal Palindromes

	Mobile Element
	5' palindromic end of element
	3' palindromic end of element
	Comparison of 5' and 3' palindromic ends

	HqIRS44 (405-406 bp)

	5pr_fwd TCTAA ACGAAAAGCAGCGCGAGTTCCCCGCCCCACCGTGGGCGGGGGTGAA...

                                 ||||  ||||| |||||  ||||

5pr_rev                   ...TTCACCCCCGCCCACGGTGGGGCGGGGAACT...
	3pr_fwd  ...GCGAAG--CCACGGGCCACCGCGCCCGTGGTACTTCAC

              ||||  ||||||||      ||||||||  ||||

3pr_rev     GTGAAGTACCACGGGCGCGGTGGCCCGTGG--CTTCGC...
	5pr_fwd TCTAA ACGAAAAGCAGCGCGAGTTCCCCGCCCCACCGTGGGCGGGGGTGAA...

                                 || ||  |||||| |  || ||

3pr_fwd                 ...GCGAAGCCACGGGCCACCGCGCCCGTGGTACTTCAC

	HqIRS46 (386-393 bp)

	5pr_fwd TCTAC GCTACAGATTAACAGGCAGAGTGCCTCGGGGCTTGACCCCGAGGGTGAATGCCGTC...

                            ||||     ||||||||     ||||||||     ||||

5pr_rev               ...GACGGCATTCACCCTCGGGGTCAAGCCCCGAGGCACTCTGCCTGT...
	3pr_fwd ...CGGTGAAG--CCTCGGGGCTTGACCCCGAGGTACTTCAC

             ||||||  ||||||||     ||||||||  ||||||

3pr_rev      GTGAAGTACCTCGGGGTCAAGCCCCGAGG--CTTCACCG...
	5pr_fwd  TCTAC AGATTAACAGGCAGAGTGCCTCGGGGCTTGACCCCGAGGGTGAATGCCGTCACT...

                                ||||||||||||||||||||||

3pr_fwd               ...CGGTGAAGCCTCGGGGCTTGACCCCGAGGTACTTCAC
core del TCTAC AGATTAACAGGCAGAGTGCCTCGGGGCTTGACCCCGAGGTACTTCAC

	HqIRS54 (370-381 bp)

	5pr_fwd TTAC GGCGGTGCGAGGAGAAAGCCCCGCCGTTCACGGCGGGATGAATC...

                                ||||||||  ||||||||

5pr_rev                ..GATTCATCCCGCCGTGAACGGCGGGGCTTTCT...
	3pr_fwd ...CGGCGCGGTGCCGTGGGAATCTTTGCCCTTCAGGGCGGAGGGGATGTCAA

                               ||  |||||  |||||  ||

3pr_rev              TTGACATCCCCTCCGCCCTGAAGGGCAAAGATTCCCACGGCACCGCGCCG...


	5pr_fwd .TTAC GGCGGTGCGAGGAGAAAGCCCCGCCGTTCACGGCGGGATGAATC...

           .   |||||||   | |||      ||| |||| |||||

3pr_fwd ...CGGCGCGGTGCCGTGGGAATCTTT-GCCCTTCAGGGCGGAGGGGATGTCAA

	HqIRS56 (532-574 bp)

	5pr_fwd TTATA TGCTGAGCAGGCGCAATACCACGATCTTCAGGCCGTGGATACGCGCCGTCA...

                       |||||    |||||          |||||    |||||

5pr_rev         ...TGACGGCGCGTATCCACGGCCTGAAGATCGTGGTATTGCGCCTGCT...
	3pr_fwd ...CCACCGCTCGGGATTCCTCCGCGTGAACCCGGAGGAGGATGTCAA

                         ||||||| ||  || |||||||

3pr_rev         TTGACATCCTCCTCCGGGTTCACGCGGAGGAATCCCGAGCGGTGG...
	5pr_fwd TTATA TGCTGAGCAGGCGCAATACCACGATCTTCAGGC-CGTGGATACGCGCCGTCACGC...

                           | |   | ||   |||   | |||| |  ||

3pr_fwd                 ...CCACCGCTCGGGATTCCTCCGCGTGAACCCGGAGGAGGATGTCAA

	HqIRS71 (543-590 bp)

	5pr_fwd TTAG CTGAATACAGGCGCTAAGCTCCCTCCCTCAAGGAGCACCGCAGTC...

                         ||   |||||         |||||   ||

5pr_rev          ...GGACTGCGGTGCTCCTTGAGGGAGGGAGCTTAGCGCCT...
	3pr_fwd    ...AGCCCCGCCCTCAGCGAGGCCGTCAGGC--CGAGCACGGCGGGGTAGTTCAC

                ||||||| |   ||  |||    |||  ||   | |||||||

3pr_rev GTGAACTACCCCGCCGTGCTCG--GCCTGACGGCCTCGCTGAGGGCGGGGCT...
	5pr_fwd TTAG CTGAATACAGGCGCTAAGCTCCCTCCCTCAAG--GAGCACCGCAGTC...

                       || || |||     || ||| |  |||||| || |

3pr_fwd       ...AGCCCCGCCCTCAGCGAGG-CCGTCAGGCCGAGCACGGCGGGGTAGTTCAC

	Section B: Relation to other elements

	Mobile Element
	5' End
	3' End

	HqIRS44 (405-406 bp)
	HqIRS44 vs ISNph6 at 5pr end

HqIRS44_5pr TCTAA ACGAAAAGCAGCGCGAGTTCCCCGCCCCACCGTGGGCGGGGGTGAAGCTC...

            ||||| |||||||||||||||||||||||||||||| ||||||||||||||||| |

ISNph6_5pr  TCTAA ACGAAAAGCAGCGCGAGTTCCCCGCCCCACTGTGGGCGGGGGTGAAGCGC...
	HqIRS44 vs ISNph6 at 3pr end
HqIRS44_3pr ...GAGACCACGGCGAAGCCACGGGCCACCGCGCCCGTGGTACTTCAC

                   |||||| |||||||||||||||||||||||||| | |||||   

ISNph8_3pr  ...TAATCCACGG-GAAGCCACGGGCCACCGCGCCCGTGGCAGTTCAC

	HqIRS46 (386-393 bp)
	HqIRS46 vs ISNph7 and ISHwa17 at 5pr end

ISNph7_5pr  TCTAC AGAGAAAGCAGGCAGAGTGCCTCGGGGCTTGACCCCGAGGGTGAATGCCGTAAGC

            ||||| |||  || |||||||||||||||||||||||||||||||||||||||||||

HqIRS46_5pr TCTAC AGATTAA-CAGGCAGAGTGCCTCGGGGCTTGACCCCGAGGGTGAATGCCGTCACT

            ||||| |||  || ||| |||||||||||||||||||||||||||| ||||||||||

ISHwa17_5pr TCTAC AGAGAAAGCAGCCAGAGTGCCTCGGGGCTTGACCCCGAGGCTGAATGCCGTAAGC
	HqIRS46 vs ISNph12 at 3pr end

HqIRS46_3pr ...CGGTGAAGCCTCGGGG------------------------------------------------------CTTGACCCCGAGGTACTTCAC

                   ||||||||||||                                                      |||||||||||||   |||||

ISNph12_3pr ...ACGGGAAGCCTCGGGGTCGTACGGAAGACGGAGTCTTCCGTGATGACGAGAGACGAAGTCCCTCGAACCACTTGACCCCGAGGCGGTTCAC

	HqIRS54 (370-381 bp)
	HqIRS54 vs ISNph18 and ISHwa24 at 5pr end

ISNph18_5pr TTAC AGCGGTAGCAAGGCGAAAGCCCACCCGTTTACGGGTGTGGATGAAGC...

            ||||  ||||| || ||| ||||||||  ||||| ||||    ||||||| |

HqIRS54_5pr TTAC GGCGGT-GCGAGGAGAAAGCCCCGCCGTTCACGG--CGGGATGAATC...

            |||| || |    ||||||||||||| |||  |||| ||   ||||||||||

ISHwa24_5pr TTAC GGAGAG-CCGAGGAGAAAGCCTCGCGCTTCAGCG-CTGGGATGAATC...
	HqIRS54 vs ISNph18 and ISHwa24 at 3pr end

ISNph18_3pr ...ACCGTAAACCCTAATATCCCAA-CGTGGGAATCCCACGGCTTCAGCCGTGTGGAGGATGTCAA

               | |  || ||       |     ||||||||||      ||||||    | || ||||||||| 

HqIRS54_3pr ...ATCCCAATCCAGCGGCGCGGTGCCGTGGGAATCTTTGCCCTTCAGGGCGGAGG-GGATGTCAA

               |||||||  |||||| ||||||||||||||||| | || |||||| |||| |  |||||||||

ISHwa24_3pr ...ATCCCAACTCAGCGGTGCGGTGCCGTGGGAATCCTCGCGCTTCAGCGCGGGGA-GGATGTCAA

	HqIRS56 (532-574 bp)
	HqIRS56 vs ISHwa21 at 3pr end

HqIRS56_3pr ...CCACCGCTCGGGATTCCTCCGCGTGAACCCGGAGGAGGATGTCAA

               |     |  ||||||||||||||||||| ||||||||||||||||            

ISHwa21_3pr ...CGGTGCCGTGGGATTCCTCCGCGTGAACGCGGAGGAGGATGTCAA
	

	HqIRS71 (543-590 bp)
	HqIRS71 vs ISNph20 at 5pr end

HqIRS71_5pr TTAG CTGAATACAGGCGCTAAGCTCCCTCCCTCAAGGAGCACCGCAGTCCGCGCG...

            |||| |||||| |||||| ||||| |||| |||||||||||| ||||| |||

ISNph20_5pr TTAG CTGAATGCAGGCGGTAAGCCCCCTTCCTCAAGGAGCAACGCAGGCCGAAGG...
	HqIRS71 vs ISNph20 at 3pr end

HqIRS71_3pr ...ACAACGTCGTAGAAGCAGGAAGCCCCGCCCTCAGCGAGGCCGTCAGGCCGAGCACGGCGGGGTAGTTCAC

                   |||||| ||||||||||||||| |||||||||||  ||||||  |||||| || ||||||||||||

ISNph20_3pr ...AGCGCGTCGTGGAAGCAGGAAGCCCCACCCTCAGCGAGCGCGTCAGCGCGAGCAGGGTGGGGTAGTTCAC
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