
Figure S9. Human-mouse-fugu alignment and predicted TFBS of CNE2.  
TFBS on the forward strand are shown in blue and TFBS on the reverse strand are shown in 
red below the human-mouse-fugu sequence alignment. The binding TF and position weight 
matrix similarity score are listed next to each predicted site. Sequences enclosed in blue 
(forward strand) or red (reverse strand) boxes are instances of motifs over-represented in the 
CNEs of central nervous system-expressed TF-encoding genes. Motif numbers are listed and 
described in Table 3. 
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