Figure S1. Results of the genome-wide association analysis. (A) Q-Q plot of the –log10 p-values from a mixed linear model analysis for association of genome-wide SNPs with Herlitz type junctional epidermolysis bullosa (HJEB) in Black Headed Mutton (BHM) sheep.
(B) Manhattan-plot of the –log10 p-values for the genome-wide association analysis of Herlitz type junctional epidermolysis bullosa (HJEB) in Black Headed Mutton (BHM) sheep. The peaks of the –log10 p-values are only on OAR12.
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