Strains

Escherischia coli DH5a

B. licheniformis DSM 13
(ATCC 14580)

B. halodurans DSM 18197
(ATCC BAA-125)

Bacillus subtilis 168

BSmrs 111 (168, pDGbceR)
BSGY005

BSmrs 203 (pDGbceR)

BSmrs 293 (AbceAB)

BSmrs 297 (AbceAB, pDGbceR)
BSmrs 294 (bceABBs.;)

BSmrs 298 (bceABBs.;, pDGbceR)
BSmrs 313 (y¢sCDBI,;)

BSmrs 318 (ytsCDBI,;, pDGbceR)
BSmrs 312 (bceABBh.)

BSmrs 317 (bceABBh,;, pDGbceR)
Bsmrs 357 (vraDESa.;)

Bsmrs 361 (vraDESa.;, pDGbceR)
Bsmrs 358 (vraFGSa,;)

Bsmrs 362 (vraFGSa., pDGbceR)
BSmrs 295 (bceBBsAloop)

Genotype

F- 80lacZ M15 (lacZYA—argF)U169
deoR recAlendAl hsdR17 phoA supE44

-thi-1 gyr496 reld1

trpC2

168, pDGbceR

168, amyE::PbceA::lacZ

BSGYO005, pDGbceR

BSGYO005, Pbced::spc::yttA

293, pDG148bceR

BSGYO005, PbceA::his6-bceABBs::yttA
294, pDGbceR

BSGYO005, PbceA::his6-ytsCDBI: :yttA
313, pDGbceR

BSGYO00S, PbceA::his6-bceABBh. :yttA
312, pDGbceR

BSGYO00S5, Pbced::his6-vraDESa: :yttA
357, pDGbceR

BSGYO005, Pced::his6-vraF GSa::yttA
358, pDGbceR

BSGYO005, PbceA::his6-bceABBsAloop. :yttA

Antibiotic
resistance

Km'

Cm'

Cm’, Km'
Spc’, Cm'
Spc’, Cm', Km"
Tc", Cm"

Tc¢', Cm', Km'
Tc", Cm"

Tc¢', Cm', Km'
Tc', Cm'

Tc", Cm', Km'
Tc', Cm'

Tc", Cm', Km'
Tc", Cm"

T¢', Cm', Km'
Tc", Cm"

Origin

In vitrogen

DSMZ

DSMZ

Anagnostopoulos and Spizizen 1961

Joseph et al. 2002
Ohki et al. 2003
This work
This work
This work
This work
This work
This work
This work
This work
This work
This work
This work
This work
This work
This work



BSmrs 299 (bceBBsAloop, pDGbceR) 295, pDGbceR Tc', Cm', Km' This work

BSmrs 336 (ytsDBIAloop) BSGYO005, PbceA::his6-ytsCDBIAloop: :yttA

BSmrs 337 (y¢sDBIAloop, pDGbceR) 336, pDGbceR

BSmrs 296 (bceBloopBceBBs.;) BSGYO00S5, PbceA::his6-bceABBsloopBceBBs;;::yttA Tc', Cm' This work
BSmrs 300 (bceBloopBceBBs,:, pDGbceR) 296, pDGbceR T¢', Cm', Km' This work
BSmrs 315 (bceBBsloopYtsDBl.;) BSGYO005, PbceA::his6-bceABBs loopYtsDBI::yttA Tc', Cm' This work
BSmrs 320 (bceBBsloopYtsDBl,;, pDGbce) 315, pDGbceR Tc', Cm', Km' This work
BSmrs 314 (bceBBsloopBceBBh,;) BSGYO005, PbceA::his6-bceABBs loopBceBBhi:;yttA Tc', Cm' This work
BSmrs 319 (bceBBsloopBceBBh,,pDGbceR) 314, pDGbceR Tc', Cm', Km' This work
Bsmrs 316 (bceBBsloopYveSBs.:) BSGYO005, PbceA::his6-bceABBs loop YvcSBs,;::yttA Tc', Cm' This work
Bsmrs 321 (bceBBsloopYvcS Bs.,i,pDGbceR) 316, pDGbceR Tc¢', Cm', Km' This work

To facilitate understanding strain names, indicated in bold characters, are used throughout the text and tables.
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