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SUPPLEMENTARY TABLES 
Table S1. Multiplex gene-specific primers and universal primers

	Gene name 
	Forward primer (5'-3') *
	Reverse primer  (5'-3') *
	PCR product (bp)
	Digested fragment (bp)

	YPL122C
	AGGTGACAGGATCCAATACGGTGTGGTTGTAGAGG
	GTACGACTCAAAGCTTGGACCAACAAGTCCAGGCTAA
	81
	61

	YNR030W
	AGGTGACAGGATCCAATATTCGGTATCTTTGGCTTG
	GTACGACTCAAAGCTTGGATGATACTGATGGCGGAAC
	80
	60

	YDR343C
	AGGTGACAGGATCCAATAGAGGTGCCAACTACGACG
	GTACGACTCAAAGCTTGGATATCATCGTGAGCCATTTC
	78
	58

	YGR088W
	AGGTGACAGGATCCAATACGGATACTGGTTTTGAA 
	GTACGACTCAAAGCTTGGATTCAGCAGCCTTATCTCC
	81
	61

	YPR149W
	AGGTGACAGGATCCAATAACCCTGATGTCTGTTTTC
	GTACGACTCAAAGCTTGGACAGAACCAAAGGCACCA
	86
	66

	YCL040W
	AGGTGACAGGATCCAATAACCTTTCCAGTTGTCATCC
	GTACGACTCAAAGCTTGGAGTCAATTTCAATATGCGACA
	83
	63

	YBR054W


	AGGTGACAGGATCCAATAAAATTTTTTACGCTAGATACG
	GTACGACTCAAAGCTTGGATGGGAAAGCCAAAAACC
	81
	61

	YNR001C
	AGGTGACAGGATCCAATAACTGAGGCTTCGTTCTACAC
	GTACGACTCAAAGCTTGGATAGCTCTGGCAACACCA
	83
	63

	YDR533C
	AGGTGACAGGATCCAATAACTGGTAACAGGTGTGAATC
	GTACGACTCAAAGCTTGGATCTTACGGCAGTGGAGTG
	87
	67

	YDL222C
	AGGTGACAGGATCCAATAAGCCTCAACCTACAACCAC
	GTACGACTCAAAGCTTGGAGAAAGAACTTGCCATTGC
	88
	68

	YML123C
	AGGTGACAGGATCCAATACCGCACAAGAACAAGATGG
	GTACGACTCAAAGCTTGGATCTTCATCACTGGTGTCG
	89
	69

	YEL046C
	AGGTGACAGGATCCAATATGTCTCAAGCGATGGTGG
	GTACGACTCAAAGCTTGGATAGTCACCGTTGGAAGGAA
	83
	63

	YLR180W


	AGGTGACAGGATCCAATAAGAGCGCAACTAAAGTCCG
	GTACGACTCAAAGCTTGGATGTCTCTTGGGATGACTTTT
	87
	67

	YLR355C
	AGGTGACAGGATCCAATACGATGCCGCTCAATCAGAA
	GTACGACTCAAAGCTTGGACCTTGGTCAACAATGGCT
	90
	70

	YLR419W
	AGGTGACAGGATCCAATACTCGGCTATTGGGCTTGC
	GTACGACTCAAAGCTTGGACCCACAAGTTACACAGCGT
	92
	72

	YLR300W
	AGGTGACAGGATCCAATATATGACCACGGTTCCCTCG
	GTACGACTCAAAGCTTGGACCACCAATGTTGACACCAC
	87
	67

	YNL300W
	AGGTGACAGGATCCAATAGTAGATGTTACCACCACCCC
	GTACGACTCAAAGCTTGGATGGAGACCATAGATGTAGTA
	83
	63

	YLR372W
	AGGTGACAGGATCCAATAACTGGTGTCAAGACCTCTA
	GTACGACTCAAAGCTTGGAGCTTTCCTGGAAGAGACCT
	81
	61

	YAL059W
	AGGTGACAGGATCCAATACCATTTCTCGTGCCAAGTAC
	GTACGACTCAAAGCTTGGATATCCCAGCCAGCCTTTC
	88
	68

	Act1
	AGGTGACAGGATCCAATAGTGGTTACTCTTTCTCCAC
	GTACGACTCAAAGCTTGGACGGACAATTTCTCTTTCAG
	80
	60

	Universal

Primer
	AGGTGACAGGATCCAATA
	GTACGACTCAAAGCTTGGA
	
	


*Underlined sequences are restriction sites. Italic letters are the universal sequences.
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