Supplementary Table S3. Distribution of HepG2 cells in different phases of cell cycle after treatment with VPA, SAHA and HDAC1, HDAC2 as well as HDAC3 siRNA after 48 hours. Experiments were performed in triplicates.

	
	G0/G1

mean (SD)
	S

mean (SD)
	G2/M

mean (SD)

	Control
	51.6 (2.3) 
	35.7 (1.2)
	12.7(3.1) 

	VPA
	71.6(0.3) 
	17.1 (1.4)
	11.3 (1.6)

	SAHA
	54.6 (0.9)
	2.0 (0.3)
	43.4 (1.2)

	Negative siRNA
	56.8 (1.1)
	34.5 (2.1)
	8.7 (3.1)

	HDAC1 siRNA
	55.8 (1.0)
	32.5 (1.5)
	11.7 (1.7)

	HDAC2 siRNA
	55.6 (0.8)
	28.5 (1.2)*
	15.9 (1.3)*

	HDAC3 siRNA
	59.3 (1.3)
	23.8 (2.6)*
	16.9 (2.0)*


* P < 0.05, student t test, compared with negative siRNA
