Table S2. Primers and PCR conditions for the eight markers tested in the study.

	
	
	
	
	

	marker
	source
	primer
	Sequence 5’ – 3’
	PCR conditions

	
	
	
	
	

	rbcLa
	(a)
	1f
	ATGTCACCACAAACAGAAAC
	94ºC 1mn 

(94ºC 30s 50ºC 40s 72ºC 40s) x35 

72ºC 5min

	
	
	r724
	TCGCATATGTACCTGCAGTAGC
	

	
	
	
	
	

	rpoB 
	(a)
	1f
	AAGTGCATTGTTGGAACTGG
	94ºC 1mn 

(94ºC 30s 50ºC 40s 72ºC 40s) x40 72ºC 5min

	
	
	4r
	GATCCCAGCATCACAATTCC
	

	
	
	
	
	

	rpoC1 
	(a)
	1f
	GTGGATACACTTCTTGATAATGG
	94ºC 1mn  
(94ºC 30s 50ºC 40s 72ºC 40s) x40 
72ºC 5min

	
	
	4r
	CCATAAGCATATCTTGAGTTGG
	

	
	
	
	
	

	ycf5 
	(a)
	1f
	GGATTATTAGTCACTCGTTGG
	94ºC 1mn 

(94ºC 30s 50ºC 40s 72ºC 40s)x40  
72ºC 5min

	
	
	4r
	CCCAATACCATCATACTTAC
	

	
	
	
	
	

	matK
	(a)
	2.1a
	ATCCATCTGGAAATCTTAGTTC
	94ºC 1mn 

(94ºC 30s 46ºC 40s 72ºC 40s)x40 
72ºC 5min

	
	
	3.2r
	CTTCCTCTGTAAAGAATTC
	

	
	
	
	
	

	matK
	(b)
	390f
	CGATCTATTCATTCAATATTTC
	94ºC 1mn (94ºC 1mn 48ºC 40s 72ºC 1mn)x35  72ºC 7min

	
	
	1326r
	TCTAGCACACGAAAGTCGAAGT
	

	
	
	
	
	

	trnH-psbA 
	(c)
	3f
	GTTATGCATGAACGTAATGCTC
	80ºC 5min 
(94°C 30s 56ºC 40s 72ºC 1min)x35 
72ºC 10min

	
	
	f
	CGCGCATGGTGGATTCACAATCC
	

	
	
	
	
	

	trnL
	(d)
	c
	CGAAATCGGTAGACGCTACG
	95ºC 10mn 
(95ºC 30s 50ºC 30s 72ºC 2min)x35

	
	
	d
	GGGGATAGAGGGACTTGAAC
	

	
	
	
	
	

	ITS
	(e)
	17f
	ACGAATTCATGGTCCGGTGAAGTGTTCG
	94ºC 45s 

(65ºC  30s 72°C 45s)x9 

(94ºC 30s 57ºC 30s 72ºC 45s)x24 
72°C 3min

	
	
	26r
	TAGAATTCCCCGGTTCGCTCGCCGTTAC
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