Table S2. Between-group comparison of response to conflict separated by previous trial type
	Anatomical region
	BA
	k
	FWE-corrected

Pcluster
	Peak voxel

	
	
	
	
	Z
	x  y  z

	StroopCON: Patients > controls

	L/R  ACC
	L  BA 32, BA 24

R  BA 32, BA 24, BA 33
	2041
	0.005
	3.62
	2 30 22

	StroopCON: Controls > patients

	R  amygdala, parahippo​campal gyrus

L/R  subgenual ACC

L/R  basal ganglia

L  brainstem
	Amygdala,  BA 34, BA 35

L BA 25, R BA 25
L  thalamus, putamen, caudate

R caudate, putamen
midbrain, pons
	2736
	0.001
	3.42
	-8 -36 -24

	StroopINC: Patients > controls

	R  amygdala, para​hippocampal gyrus

R  superior and middle  temporal gyrus

R  basal ganglia
	Amygdala, hippocampus, BA 34, BA 35, BA 36, BA 27, BA 28

BA 38, BA 21, BA 22

Thalamus, putamen
	2690
	<0.001
	3.27
	56 -6 -8

	StroopINC: Controls > patients

	L/R  ACC

L/R  posterior cingulate, L  precuneus
	BA 24, BA 33

L  BA 23, R  BA 23


	2552
	0.001
	3.95
	-14 44 24


Notes: L and R denote left and right; BA, Brodmann area; FWE, family wise error; k refers to cluster size.


Peak voxel coordinates refer to Montreal Neurological Institute (MNI) space.

