Table S3.  The methylation percentage (%) of ALVE-region3/4 in line 63 and line 72
	CpG sites
	L72-Spleen
	L63-Spleen
	L72-Liver
	L63-Liver
	L72-Hypothalamus
	L63-Hypothalamus

	
	Meana
	STDb
	Mean
	STD
	Mean
	STD
	Mean
	STD
	Mean
	STD
	Mean
	STD

	1
	94.85
	0.87
	85.57
	3.01
	92.31
	1.03
	90.05
	2.69
	95.52
	1.62
	88.67
	3.86

	2
	91.81
	0.68
	84.22
	2.22
	89.53
	1.25
	86.40
	3.03
	92.20
	1.01
	86.07
	3.09

	3
	84.91
	1.17
	75.51
	2.89
	77.15
	1.68
	74.05
	3.95
	82.51
	1.25
	74.13
	2.74

	4
	84.69
	0.62
	74.96
	3.06
	74.99
	1.41
	76.48
	1.68
	83.69
	1.84
	75.44
	3.47


a: Average value of methylation percentage for each CpG site, n=5 for each line and each tissue. b: Standard deviation.

