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Figure S2

Figure S2: Close up view of the P. anserina clade presented Fig. 2B. WD-40 repeats are designated by the
gene of origin and their position from the first WD-40 repeat at the N-terminal end of the WD-repeat domain.

Genes of origin are colour coded. Cyan branches indicate sequences associated to NACHT domains grouping
in the N-I clade of the NACHT phylogeny.Internal Branch Length test  values over 80 are indicated.


