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CCLC database isacomprehensive databases of short tandem repeat (STR) profiles,

The database includes profiles from 20 public database/ public:
The database contains over 4000 unique human cancer cell line STR profiles,

one of the largest cancer cell line STR online search database in the v

For general questions please contact Kathryn Aziz (Coordinator) (713)-792-5743, KEHodges@mdanderson.org

For technical questions please contact Xuesong Li (Core research Investigator) (71 3)-792-6833, Xsli@mdanderson.org
Core Director: Dr. Karina Eterovic (713)-792-5754, aketerovic@mdanderson. org

Core Grant Citation
This facility is funded by NCI # CA16672. Publications should cite the Core

grant in the acknowledgment section, if publication
Please note that if you are to every publish these cell lines
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Jianhua Ling  BxPC-3 X 13 2 61| 9,11

DSMZ, ATCC ,JCRB, Riken online search database BXPC3 X 13 11 9,11
Jianhua Ling MIA-PaCa-2A X 10 12,13 10,13

Public database_Sanger MIA-PACA-2 X 10 12,13 10,13

Jianhua Ling hTERT-HPNE X,Y 12 12,13 12,13

Public database_DSMZ HTERT-HPNE XY 12 12,13 12,13
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12 29 14,16 11 10,13 13 20,21 9 8 14,18
12 29 14,16 11 10,13 13 20,21 9 8 14,18
12 29:31.2 16 12,13 12,13 16 22 9,10 9 15
12 29,31.2 16 12,13 12,13 16 22 9,10 9 15
13,16 30 15 13 9,10 10,13 23,24 8,9 8,11 17
13,16 30 15 11 9,10 10,13 23,24 8,9 8,11 17




THE UNIVERSITY OF TEXAS

MD Anderson
GaneerCenter

Making Cancer History’

nt should also be submitted to the facility at Unit 950.



WZW F:go’lc

HPNE HPNE/K-ra:HPNE/K-ras HPNE/K-ra: HPNE/K-rasHPNE/K-rasHPNE/K-ras/p53mut  smad4sh p53sh HPNE/Kras/p53mut

0 97.66667 154 134.6667 53.66667 69.33333 43 50 70 50
0 1527525 7.211103 8.082904 4.725816 7.023769 6.082763 59 62 40
52 76 39

53.66667 69.33333 43

4.725816 7.023769 6.082763

180 -

160 -
140 -
120 A
100 -
80 -
60 -
' 40 -
HPNE HPNE/K-ras HPNE/K-ras/p16sh 20 A
0
& & \b‘?’*\ F
‘§ QSI" @QQ &
=150 4 & ' o
=160 A Q_‘J&' Q\"‘
2140 - «28 G
5120 + éQ
B s
5100 - &
S 80 - &
5 60 4 8
540 -
£20
Z 0

HPNE
HPNE/K-ras
HPNE/K-ras/p16sh
HPNE/K-
as/pl16pl4sh/Smaddsh
HPNE/K-rasSmad4sh
HPNE/K-ras/p53sh
HPNE/K-ras/p53mut









Figure 1E
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HPNE/K-ras/p16sh

HERZ2

Human Pancreatic cancer

Normal Pancreatic Duct
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HPNENect HPNE/Kras HPNE/Kras/p16f HPNE/Kras/p16{ HPNE/Kras HPNE/Kras HPNE/Kras HPNE/Kras HPNE/Kras HPNE/Kras/Her2/p16p14shRNA/Smad4shRNA

2 99 146 142 84 74 125 87 92 69
3 96 160 126 78 90 100 86 102 65
2 98 156 136 82 83 108 84 93 59
2 102 140 150
HPNENect HPNE/Kras HPNE/Kras/p16f HPNE/Kras/p16{HPNE/Kras HPNE/Kras HPNE/Kras HPNE/Kras HPNE/Kras HPNE/Kras/Her2/p16p14shRNA/Smad4shRNA
2.333333 9766667 154  134.6666667 81.33333 8233333 111 8566667 95.66667 64.33333

0.57735 1527525 7.211102551 8.082903769 3.05505 8.020806 1276715 1.527525 5507571 5.033223

3.68678E-06  0.001469222
Soft Agar Assay in HPNE Cell Lines

Soft Agar Assay in HPNE Cell Lines
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