S3 Table. Plasmids used in this study

. Stock _ Origin,

Plasmid Name Name Description marker Reference

pET15b pET15b  Overexpression vector for protein pBR322, Novagen
purification AmpR

pET15b-luxT-6xHis  pME127  luxT-6xHis overexpression vector for pBR322, This study
protein purification, cloned in pET15b AmpR

pRE112 pRE112  allelic exchange vector harboring sacBas  R6KYy, [1]
a counter-selectable marker CamRr

pRE112-AluxT pME12 V. harveyi luxT deletion construct in R6KYy, This study
pRE112 CamR

pRE112-aphA- pME146 V. harveyi aphA-3xFLAG allele exchange  R6KYy, This study

3XFLAG construct in pRE112 CamRr

pRE112-3xFLAG- pME147 V. harveyi 3xFLAG-IuxR allele exchange R6KYy, This study

luxR construct in pRE112 CamRr

pFED343 pFED343 P Overexpression vector P15A, [2]

CamRr

Pgr-mRuby3 pME98 V. harveyi grr1-mRubya3 transcriptional P15A, This study
reporter in pFED343 (excluding the Piac CamRr
promoter)

Puxo-mRuby3 pME96 V. harveyi luxO-mRuby3 transcriptional P15A, This study
reporter in pFED343 (excluding the Piac Cam®
promoter)

Pgme-mRuby3 PME100 V. harveyi grr2-mRuby3 transcriptional P15A, This study
reporter in pFED343 (excluding the Py Cam®
promoter)

Pgms-mRuby3 pME102 V. harveyi grr3-mRuby3 transcriptional P15A, This study
reporter in pFED343 (excluding the Piac Cam®
promoter)

Pgma-mRuby3 PME103 V. harveyi grrd-mRuby3 transcriptional P15A, This study
reporter in pFED343 (excluding the Py Cam®
promoter)

Pgs-mRuby3 pPME105 V. harveyi grr5-mRuby3 transcriptional P15A, This study
reporter in pFED343 (excluding the Py Cam®
promoter)

pluxCDABE pBB1 V. harveyi luxCDABE cloned in pLAFR oriV [3]
(expressed from its native promoter) TetR

pluxR pPME125 V. harveyi luxR overexpression vector, P15A, This study
cloned in pFED343 CamRr

pKP8-35 pKP8-35  Pgap overexpression vector pBR322, [4]

AmpR



pluxT
pRE112-

AVIBHAR_RS03920

pRE112-/uxO D61E
Agrn
pluxT

P 11785-lux

P 11620-lux

P 16980-lux

P 2s670-lux

pXB300
ptetA-Kan

Pteta-11785"-
‘mVenus

Pteta-11620*-
‘mVenus

Pteta-16980 -
‘mVenus

Pteta-25670 -
‘mVenus

pgrr

pRE112-AluxT (V.
cholerae)

Pgm-luxCDABE

pRE112-AswrT (V.
parahaemolyticus)

pME109

pME64

pME148

pME69

pME188

pME189

pME190

pME191

pXB300

pME149

pME150

pME151

pME152

pME153

pME154

pME112

pBK1001

pME155

V. harveyi luxT overexpression vector,
cloned in pKP8-35

V. harveyi VIBHAR_RS03920 deletion
construct in pRE112

V. harveyi luxO D61E Aqrr1 allele
exchange construct in pRE112

V. harveyi luxT overexpression vector,
cloned in pFED343

VIBHAR_RS11785-luxCDABE
transcriptional reporter in pFED343
(excluding the P, promoter)

VIBHAR_RS11620-luxCDABE
transcriptional reporter in pFED343
(excluding the P4 promoter)

VIBHAR_RS16980-luxCDABE
transcriptional reporter in pFED343
(excluding the P, promoter)

VIBHAR_RS25670-luxCDABE
transcriptional reporter in pFED343
(excluding the P, promoter)

Prta OVerexpression vector

Pieta OVerexpression vector (AmpR
replaced with KanR in pXB300)

VIBHAR_RS 11785 translational mVenus

reporter, expressed from the tetA
promoter

VIBHAR_RS 11620 translational mVenus

reporter, expressed from the tetA
promoter

VIBHAR_RS 16980 translational mVenus

reporter, expressed from the tetA
promoter

VIBHAR_RS25670 translational mVenus

reporter, expressed from the tetA
promoter

V. harveyi grr1 overexpression vector,
cloned in pFED343

V. cholerae luxT deletion construct in
pRE112

grr -luxCDABE promoter fusion

V. parahaemolyticus swrT deletion
construct in pRE112

pBR322,
AmpR
R6KYy,
CamRr

R6KYy,
CamR

P15A,
CamR

P15A,
CamR

P15A,
CamR

P15A,
CamR

P15A,
CamR

pBR322,
AmpR
pBR322,
KanR

pBR322,
KanR

pBR322,
KanR

pBR322,
KanR

pBR322,
KanR

P15A,
CamR

R6KY,
CamR

CamR

R6KYy,
CamR

This study

This study

This study

This study

This study

This study

This study

This study

[3]
This study

This study

This study

This study

This study

This study

This study

[6]

This study



pRE112-luxOD61E pME156 V. parahaemolyticus luxO D61E allele R6KYy, This study

(V. exchange construct in pRE112 CamRr
parahaemolyticus)
Pgm-mRuby3 (V. pME157 V. parahaemolyticus qrr1-mRuby3 P15A, This study
parahaemolyticus) transcriptional reporter in pFED343 CamRr

(excluding the P4 promoter)
pRE112-luxO D55E pME158  A. fischeri luxO D55E allele exchange R6KYy, This study
(A. fischeri) construct in pRE112 CamRr
Pgom-mRuby3 (A. pME159  A. fischeri grr1-mRuby3 transcriptional P15A, This study
fischeri) reporter in pFED343 (excluding the Piac CamRr

promoter)
pRE112-luxOD55E pME160  A. fischeri luxO D55E Aqrrl allele P15A, This study
Agqrr (A. fischeri) exchange construct in pRE112 CamRr
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