
rs503734

SENP7

ZSCAN18 (ßM = 3.03, p = 0.0118 )

ACACB (ßM = -1.04, p =0.0095 )

DPYS (ßM = 2.25, p = 0.0027 )

Crohn’s

A. Mendelian Randomization: rs503734 for Component Network 431 in CG

ZNF329 (ßM = 1.90, p = 0.0032 )

ZNF91 (ßM = 1.40, p = 0.0045 )

Cis-
regulatio

n

Trans-regulation

M
ediation

ZNF135 (ßM = 3.46, p = 2.89 x 10-5 )

ITGB3BP (ßM = -1.12, p = 0.0010 )

ZNF671 (ßM = 2.79, p = 0.0022 )

ZFP82 (ßM = 0.741, p = 0.0172 )

ZNF256 (ßM = 1.99, p = 0.0181 )

ZNF274 (ßM = 0.972, p = 0.0396 )

ZIK1 (ßM = 1.68, p = 0.0158 )

B. Mendelian Randomization: rs589448 for Component Network 417 in CG

A. Mendelian Randomization: rs503734 for Component Network 391 in FF

LDHD (ßM = -3.19, p = 0.0445 )

rs503734

SENP7

ZNF211 (ßM =-3.11, p = 0.01626 )
Crohn’sZNF91 (ßM = -11.38, p = 0.00297 )

Cis-
regulatio

n

Trans-regulation

M
ediation

B. Mendelian Randomization: rs589448 for Component Network 105 in FF

rs589448

LYZ

Heart Disease

Cis-
regulatio

n

Trans-regulation

Mediation

YEATS4

Cis-regulation Mediatio
n

ADAMTS4*, AFMID***, C1orf210*, CCBE1**,
CDKN2AIPNL**, CHRNA5**, DDX51**, 
DUSP19***, EID2B***, KCNH6*, PPID*, PRIM2**, 
SEMA3E**, SHCBP1**,SNHG10**, SNX15*, 
SS18*, TMEME159*, TRIM16L*

ADAMTS4*, AFMID*, AIRE*, C1orf210*, CCBE1*,
CDKN2AIPNL*, CHRNA5*, CREB1*, DDX51*, 
LYZ**, DUSP19*, EID2B*, KCNH6*, PPID*, PRIM2*, 
SEMA3E*, SHCBP1*,SNHG10*, SNX15*, SS18*, 
TMEME159*, TRIM16L*

rs589448

LYZ

Heart Disease

Cis-
regulatio

n

Trans-regulation

Mediation

YEATS4

Cis-regulation Mediatio
n

CATSPER2*, CCBE1**, DUSP19*, EID2B*, 
PRIM2*, SEMA3E**, TAF8*, TDP1***,
TRIM16L*, ZMAT3*, ZNF682*

AFMID*, LYZ**, SNHG10*, ZNF131*

ß=0.277

ß=-0.0405

ß=-1.58

ß=-0.471

ß=-0.973

ß=-1.348

P-value Key: *** <1x10-100  ; ** <1x10-30 ; * <1x10-07

P-value Key: *** <1x10-100  ; ** <1x10-30 ; * <1x10-05

S6 Fig. Mendelian randomization analysis for disease-associated trans-eQTLs in

FF and CG. (A) Crohn’s variant rs503734 mediate trans-effects through cis-gene SENP7

and (B) Coronary Artery Disease variant rs589448 mediate trans-effects through cis-gene

LYZ and YEATS4.


