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% eGFP positive cells =

(number of eGFP positive cells

50,000

)XlOO

100

100

% transfection ef fcy (plasmid or siRNA) % % transfection ef fcy (TALEN) % % transduction ef fcy (AAV)

100

Figure A number of EGFP+ cells/50.000 % EGFP+ cells

treatment | Exp#1l Exp#2 Exp#3 Exp#1l Exp#2 Exp#3 Mean SD t student
Control 185 88 127 3,422 1,971 2,739 2,711 0,726

ScRAD52 498 278 365 9,239 6,242 7,892 7,791 1,501 0,006 | **
Figure 5B number of EGFP+ cells/50.000 % EGFP+ cells

plasmid Exp#1 Exp#2 Exp#3 Exp#1 Exp#2 Exp#3 Mean SD t student
pcDNA3 152 94 134 3,435 2,284 3,221 2,98 0,612

phRAD51 175 114 148 3,906 2,846 3,554 3,435 0,54 0,389
phRAD52 151 68 147 3,378 1,706 3,529 2,871 1,012 0,881
phPALB2 409 293 376 9,248 7,232 9,041 8,507 1,109 0,002 | **
pScRAD52 270 363 300 6,106 9,070 7,291 7,489 1,492 0,008 | **
Figure 5C number of EGFP+ cells/50.000 % EGFP+ cells

siRNA Exp#1l Exp#2 Exp#3 Exp#1l Exp#2 Exp#3 Mean SD t student

NC#1 145 90 123 3,28 2,246 3,02 2,849 0,538

NC#2 138 86 143 3,109 2,18 3,432 2,907 0,650 0,911
RAD51#1 50 26 52 1,132 0,658 1,288 1,026 0,328 0,007 | **
RAD51#2 59 49 42 1,334 1,223 1,034 1,197 0,152 0,007 | **
RAD52#1 105 82 119 2,364 2,051 2,938 2,451 0,450 0,381
RAD52#2 129 93 107 2,912 2,322 2,631 2,622 0,295 0,557
PALB2#1 50 15 39 1,126 0,386 0,969 0,827 0,390 0,006 | **
PALB2#2 61 32 47 1,375 0,796 1,164 1,112 0,293 0,008 | **
CTDP1#1 49 52 79 1,116 1,295 1,951 1,454 0,440 0,025 | *
CTDP1#2 76 38 48 1,719 0,957 1,172 1,283 0,393 0,015 *
XRCC6#1 236 191 246 5,339 4,823 5,912 5,358 0,545 0,008 | **
XRCC6#2 330 228 261 7,46 5,746 6,288 6,498 0,876 0,005 | **




LIGA#1 206 152 170 4,667 3,794 4,193 4,218 0,437 0,027 | *
LIGA#2 187 193 154 4,225 4,809 3,791 4,275 0,511 0,029 | *
CBP#1 279 228 200 6,313 5,696 4,920 5,643 0,698 0,005 | **
CBP#2 238 253 223 5,391 6,306 5,49 5,729 0,502 0,003 | **
SMCHD1#1 207 154 227 4,673 3,844 5,593 4,703 0,875 0,035 | *
SMCHD1#2 276 227 176 6,249 5,66 4,336 5,415 0,980 0,017 | *
Exp#1 Exp#2 Exp#3
Transfection effcy pcDNA3 82,0 92,0 90,0
Transfection effcy phRAD51 83,0 90,0 90,0
Transfection effcy phRAD52 83,0 90,0 90,0
Transfection effcy phPALB2 82,0 91,0 90,0
Transfection effcy pScCRAD52 82,0 90,0 89,0
Transfection effcy (SS siRNA NC#1) 82,0 90,0 88,0
Transfection effcy (Classical siRNA
NC#2) 82,0 89,0 90,0
Transfection effcy (TALEN) 83,0 89,0 88,0
Transduction effcy (AAV) 13,0 10,0 10,5
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