
 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

S11 Fig: OTUs with significantly increased abundance in the phyllosphere relative to 

soil (n=104). Estimates of log2 fold changes were obtained using DESeq2. Colour 

depicts members of the core phyllosphere microbiome. A full list of OTUs with 

significant differential abundances, defined by a DeSeq2 log-fold difference with an 

adjusted p value of ≤ 0.01, is presented in S8 Table.   


