
 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

S10 Fig: Phylogenetic maximum-likelihood analysis based on 16S rRNA gene PCR 

amplicon sequences of core phyllosphere OTUs and bacterial isolates with the closest 

sequence identity. Isolates were identified using BLASTn; the accession number and 

isolation source of each isolate is provided. Sequences were aligned with ClustalW. 

Bootstrap probabilities based on 1000 replications are shown. Bar: 0.05 nucleotide 

substitutions rate (Knuc) units.  
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 Beijerinckia sp. M1-33043 (KX467876) Arctic glacier 
 Methylocapsa palsarum NE2 (NR 137418.1) Subarctic permafrost 

 Sphingomonas sp. 21ND9 (AB242802) Tomato leaf 
 Sphingomonas sp. Ri1Pt 3715 (AB832118) River water 
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 Sphingomonas sp. EP15 (MG778721) Passiflora incarnata endosphere 

 OTU27 
 Sphingomonas sp. A3K084 (MN989157) Fraxinus excelsior leaves 
 Sphingomonas sp. IK2 33P (AB461085) Soybean stem 
 Sphingomonas sp. Ri2Pt 4184 (AB833021) River water 

 Bacterium Ellin511 (AY960774.1) Pasture soil 
 OTU10 

 Terriglobus roseus LAMA 1161 (KM272822) Ocotea pulchella endosphere 
 Terriglobus sp. SC-27 (KF241163) Sugar cane stem 

 OTU842 
 Unidentified eubacterium (U68636) Amazonian soils 

 Terriglobus roseus DSM 18391 (CP003379) Soil 
 Terriglobus roseus FR135 (KJ529056) Deschampsia flexuosa endosphere 
 Terriglobus roseus KBS 63 (NR 043918.1) Soil 

 Hymenobacter sp. PAMC26570 (KJ606782) Antarctic lichen 
 OTU40 

 Hymenobacter sp. RP-2-7 (MN784633) Arctic soil 
 Hymenobacter metalli (LN852372.1) Mineralized manganese 
 Hymenobacter sp. PP-WT-4G-256 (MN596138) Galium album phyllosphere 

 Siccationidurans ginsengisoli DCY57 (NR 109449) Ginseng field soil 
 Hymenobacter sp. Fur1 (MH549147) Plant 
 Hymenobacter rivuli strain TAPP3 (NR 163628) Fresh water 
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