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	Copy number of methylated DNA
	Input methylation %
	HOXA1
	ADAMTS2
	SEMA5A
	PCDH10
	SPSB4

	1000
	100
	143.2
	46.6
	75.4
	138.6
	78.8

	500
	50
	11.4
	23.4
	31.7
	98.2
	90.6

	250
	25
	29.4
	25.5
	20.7
	26.3
	9.9

	100
	10
	13.0
	15.9
	15.9
	15.9
	16.6

	50
	5
	0.0
	7.2
	18.4
	34.8
	0.0

	25
	2.5
	13.2
	2.2
	11.5
	5.5
	0.0

	10
	1
	0.0
	0.4
	0.0
	4.9
	0.0

	5
	0.5
	0.0
	0.0
	0.0
	0.0
	0.0

	1
	0.1
	8.6
	0.0
	0.0
	2.5
	0.0

	0
	0
	0.0
	0.0
	0.0
	0.0
	0.0



A total of 1,000 copies of DNA fragment was used as starting DNA amount for MBD.
The copy number of methylated DNA fragments was calculated by the copy number of DNA fragments in MBD enriched sample/ input sample.

