S4 Figure. Conserved domains and membrane topology of the NIP isoforms from pearl
millet. Alignment of the NIP isoforms were obtained using ClustalW in Mega7. Sequence
identities and similarities (80%) are highlighted in colors. The transmembrane domains are
represented by orange bars and the N-terminal and C-terminal ends of the protein are located
in the cytosol. NPA: Asparagine-Proline-Alanine motifs; *: Aromatic/Arginine selectivity filters;
#: Froger’s residues.
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