
	Species
	Source
	Reference

	Amborella trichopoda
	NCBI: NC_005086
	1

	Ananas comosus
	NCBI: NC_026220
	2

	Aneura mirabilis
	NCBI: NC_010359
	3

	Ceratophyllum demersum
	NCBI: EF614270
	4

	Diploterygium glaucum
	NCBI: NC_024158
	5

	Ginkgo biloba 
	NCBI: NC_016986
	Unpublished

	Huperzia lucidula
	NCBI: NC_006861
	6

	Isoetes flaccida
	NCBI: NC_014675
	7

	Lygodium japonicum 
	NCBI: KF225593
	5

	Marchantia polymorpha
	NCBI: NC001319
	8

	Nuphar advena
	NCBI: DQ354691
	9

	Nymphaea alba
	NCBI: AJ627251
	10

	Osmundastrum cinnamomeum 
	NCBI: NC_024157
	5

	Physcomitrella patens
	NCBI: AP005672
	11

	Pinus thunbergii
	NCBI: D17510
	12

	Plantago maritima 
	NCBI: NC_028519
	13

	Plantago media 
	NCBI: NC_028520
	13

	Pteridium aquilinum
	NCBI: NC_014348
	14

	Ranunculus macranthus 
	NCBI: NC_008796
	9

	Selaginella mollendorffii 
	NCBI: HM173080
	15

	Selaginella uncinata
	NCBI: AB197035
	16

	Sesamum indicum
	NCBI: JN637766
	17

	Syntrichia ruralis
	NCBI: FJ546412
	18

	Veronica nakaiana
	NCBI: NC_031153
	19
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