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S1 Fig. Selection of minimum sequencing depth. A) Sequencing depth per sample; 
X-axis = samples, Y-axis = number of sequences per samples, dotted line = 5000 
sequences. B,C,D) Rarefaction curves at Genus, Species and OUT level respectively; 
X-axis = Sequencing depth, Y-axis = Number of taxa, dotted line = 5000 sequences	


