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S4 Figure: Sequence conservation of potential c-Myc binding sites in the human IGS. Alignments of all 29 potential c-Myc 
binding sites in the human IGS are shown. Alignments corresponding to conserved regions identified in this study are shown in 
pink boxes, with the name of the corresponding conserved region indicated below. The coordinates of each c-Myc binding site 
relative to the human rDNA sequence are indicated on the top of each alignment. The nucleotides that are conserved with human 
are shown in black and that mismatches are in grey. Absence of an orthologous c-Myc binding site is indicated by hyphens. 
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