13,692 13,697 13,766 13,771 13814 13819 14,408 14,413 14,482 14,487
Human CACG TG CACGCG CACGCG CACGTG CACGCG
Chimpanzee CACGT CACGAG ACGCG CACGT CACGAG
Gorilla C T C CGCG CACGCG CAAGCG
Orangutan GTG coccCcGcCaG CACGCG CGTG CEACEGCE @
Gibbon CGCG C GCG CACGCG
Macaque GCG CACGCG
c5 c5
14=53O 14,&}35 15,177 15,182 16’.139 16,144 16’.191 16,‘]96 16,?65 16,?70
Human CACGCG CACGTG CACGTG CACGTG CACGCG
Chimpanzee ACGCG CACGTG CACGTG CACGTG CACGCG
Gorilla CACGCG CACGTG CACGTG CACATG CACGCG
Orangutan caCGCG ACGT CA CAC G CACGCG
Gibbon ALGT CA T CACATG CACG TG
Macaque C T CAC T CACGCG
16,I267 16,?72 17’.750 17,?55 17‘756 17’.761 18,795 18,E|300 1EI5,969 18,974
Human CGCG TG CACGCG CACGCG CACGCG CATGCG
Chimpanzee CGCG TG CACAC CACAC CACGCG CCTGCG
Gorilla CGCGTG CACGC CACAC CACGCG CATGCG
Orangutan CGCG TG CACAC cocC CACGCG C GCG
Gibbon GTGTG CACAC CACLAC CATGCG CCOTGCG
Macaque CGCGTG CACAC CATGCG ATGC
19,'869 19,il374 24|,O18 24’.023 24,]61 24,]66 24,299 24,1}04 28,(?83 28,(?88
Human CGCG TG CGCGTG CACGTG CGCGTG CGCGTG
Chimpanzee CGCG TG CGCGTG CACGTG CGCGCG CGCGTG
Gorilla CGCGTG C@Ee e e
Orangutan C A C TG CGCGTG
Gibbon CGCG TG EC @ e
Macaque CGCG TG G C
c24 c28
28,:526 28,:531 29‘456 29461 37i202 37’.207 40'.436 40,f141 42,Q30 42,q35
Human CACG TG CGCGTG CACGTG CGCGTG CACGCG
Chimpanzee CACG TG CGCGTG CACGTG CGCGTG CA TG
Gorilla CcACGT CGCGTG CACGTG CGCGTG CATGTG
Orangutan CACG TG CGCGTG CTCGTG CGCGTG A TG
Gibbon cacCcG TG CGCGTG CACGTG CGCGTG ATG
Macaque cacC TG CGCGTG CACATG CG T GTG A G
c32
42,E§72 42,E§77 43,3:83 43,1?88 43,I616 43,I621 43'7.84 43’7.89
Human cacGgcoe CECE TE CEC . TE CECETE
Chimpanzee CACGCG CGCGTG CGCGTG CGCGTG
Gorilla CcACACG CGCGTG CGCGTG CGCGTG
Orangutan c a CG CGCGTG CTCGTG CGCGTG
Gibbon ¢ a CG CGCGTG CGCGTG CGCcGCaG
Macaque caAcCc~CG GCTTG CGCGTG ccGgTe
c49 c49 c49

S4 Figure: Sequence conservation of potential c-Myc binding sites in the human IGS. Alignments of all 29 potential c-Myc
binding sites in the human IGS are shown. Alignments corresponding to conserved regions identified in this study are shown in
pink boxes, with the name of the corresponding conserved region indicated below. The coordinates of each c-Myc binding site
relative to the human rDNA sequence are indicated on the top of each alignment. The nucleotides that are conserved with human
are shown in black and that mismatches are in grey. Absence of an orthologous c-Myc binding site is indicated by hyphens.
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