
 

 

Supplementing information 

S2. Table List of reference genes in 11q13.3 

Gene Symbol Reference 

CCND1 [1-3] 
CTTN [1-3] 
DHCR7 [4] 
FADD [5-7] 
FGF4 [8-10] 
MYEOV [8] 
ORAOV1 [11, 12] 
PPFIA1 [13] 
SHANK2 [4] 
TPCN2 [14, 15] 
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