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$1 Fig. Changes within the fecal microbiome following intensive care unit (ICU) admission.
Over the 72 hours following admission to the ICU, there was a modest decline in fecal microbial
diversity (A) and in the number of operational taxonomic units (OTUs) (B). All samples rarefied to
depth of 50,000 for these analyses. There were no major phylum level shifts (p>0.1) for each
phylum (C) or in testing for changes in the Bacteroidetes to Firmicutes ratio (D).



