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TCITCATUGGATCCTGCAAAAACTAACATGAAGCU\CC(CCATGACCCCAAGGAAACACA(CAAACAAGACAAAAACAGAGAGAAGAAGAGMAG(TGI\TU\GGITATGAECT(CGTTGCATGGTGUGGTGAACAGACCAAWATGCC
CTGGTGAACAGACCAATTTATGCC
ccAccrrGAsGcATAchAAGAUGrmscAaAAATATAAUGCAAccAchGAGGGcArrccAacAarAGccAcTGvAAAGWGcAAAGAGm’nGccccAacAArrccAcrvccAGcAcrcAchchsAAGrAcrrrAAc
ACTGTTTATTTCTATTATTCTCTC AACGGCACACTATC
CGACCWGAGGCAYACHCAMGACTGH’HCAAA(TGCY TTGAACTCCATGAGTTGAATGC C vrmAAcrccAchcmccacAcAAcrcmArrcccrcrrcmchAAmmAw
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GAAAAAGATTCATAGAAACARACATG) AACTCAGCTATTTCAACGACCTTCTATGAGGCGTACTTCA A

CGAEG‘TGAGGCATACWCAAAGACTGYGYAAGACCGYGTAAGACCGYGTGYAAGACYGYGTGYAAGACYGCWGYGYAAGACYGCGTnGTAAu cc CATGCGTAAGGCC TGTG
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