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Supplemental Table S6  List of CpGs associated with years of smoking among heavy smokers (≥22 cigarettes per day), but not light smokers. 
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cg24838345 8 125737353 MTSS1 3395 5.57E-11 9.32E-09 8.11E-02 991 -0.008 0.07 3.52E-11 48 -0.020 0.29 943 0.88 0.85 0.83

cg15653173 13

112723034

LINC00403;SOX1 1122 1.62E-10 1.08E-07 1.67E-02 938 0.010 0.19 3.52E-08 107 0.014 0.45 831

0.11 0.14 0.15

cg11068946 10

134599151

NKX6-2;INPP5A 386 8.19E-10 4.26E-07 1.61E-02 934 0.011 0.23 1.01E-07 148 0.015 0.44 786

0.06 0.08 0.09

cg17087741 2

233283010

AC068134.6 3161 2.71E-09 8.06E-10 5.37E-03 835 -0.013 0.05 2.05E-10 53 -0.020 0.27 782

0.85 0.83 0.80

cg10672482 12

55725839

OR6C3 355 8.71E-10 2.04E-05 2.91E-01 998 0.004 0.003 7.38E-07 224 0.013 0.19 774

0.90 0.92 0.93

cg23079012 2

8343710

LINC00299 124839 9.70E-13 1.17E-12 3.79E-03 801 -0.013 0.08 2.16E-13 29 -0.026 0.36 772

0.95 0.94 0.92

cg24425705 19

18704214

C19orf60;CRLF1 4720 1.19E-09 5.94E-08 8.50E-03 888 -0.004 0.25 4.69E-08 117 -0.005 0.38 771

0.81 0.80 0.79

cg00860712 1

203274134

BTG2;LINC01136 319 4.53E-09 2.52E-10 3.80E-03 802 -0.008 0.39 2.82E-11 46 -0.012 0.47 756

0.07 0.06 0.05

cg15396686 10

124897048

HMX3 1482 4.52E-09 1.50E-06 7.48E-03 872 0.008 0.35 4.90E-08 119 0.013 0.36 753

0.09 0.10 0.11

cg00073090 19

1265879

CIRBP;CIRBP-AS1 -3385 1.54E-09 1.58E-07 6.49E-03 867 -0.005 0.33 5.95E-08 129 -0.007 0.48 738

0.39 0.37 0.35

cg03874229 20

13976839

MACROD2;SEL1L2 694 2.22E-11 1.78E-07 5.52E-03 837 0.010 0.25 3.31E-08 106 0.013 0.37 731

0.10 0.12 0.13

cg16355231 1

2344979

PEX10 -969 2.79E-11 2.38E-05 7.74E-02 988 -0.006 0.23 1.40E-06 262 -0.011 0.32 726

0.35 0.31 0.29

cg10508317 17

76355146

LOC101928674;SOCS3 1014 1.86E-09 1.06E-06 1.95E-02 951 -0.011 0.06 7.92E-07 228 -0.015 0.21 723

0.08 0.06 0.06

cg01060409 12

131355340

RAN -1198 1.07E-10 1.38E-05 3.76E-02 971 -0.004 0.16 1.25E-06 256 -0.006 0.34 715

0.87 0.86 0.85

cg09607043 17

17295349

x

a

46767 3.27E-10 1.93E-06 2.71E-02 965 0.006 0.13 1.29E-06 258 0.008 0.22 707

0.23 0.25 0.26

cg03379100 7

128494225

FLNC -8631 3.30E-09 9.94E-07 1.07E-02 907 -0.003 0.14 4.21E-07 201 -0.004 0.22 706

0.72 0.71 0.70

cg17642041 3

45928007

CCR9;LZTFL1 12 1.04E-09 2.87E-08 3.94E-03 806 0.008 0.41 3.12E-08 104 0.011 0.45 702

0.80 0.82 0.84

cg21140898 1

51442318

CDKN2C 6677 4.40E-09 8.82E-08 5.58E-03 841 -0.007 0.24 9.03E-08 144 -0.010 0.28 697

0.31 0.28 0.27

cg10445453 10

72432540

ADAMTS14 -18 1.06E-09 2.51E-06 8.04E-03 877 0.011 0.13 3.22E-07 187 0.015 0.27 690

0.03 0.04 0.05

cg21549299 21

40984760

B3GALT5;B3GALT5-AS1 -11 1.99E-10 5.17E-08 4.67E-03 821 0.011 0.30 7.72E-08 140 0.015 0.41 681

0.05 0.07 0.08

cg27209729 11

64428925

NRXN2 -18138 1.39E-10 4.01E-06 1.10E-02 908 -0.007 0.25 8.21E-07 230 -0.009 0.38 678

0.62 0.59 0.56

cg05726935 14

105263522

AKT1;ZBTB42 -1442 9.96E-11 3.80E-08 3.19E-03 782 -0.004 0.16 3.83E-08 109 -0.006 0.27 673

0.67 0.66 0.64

cg14373988 1

2345333

PEX10 -1323 1.03E-12 4.30E-06 1.71E-02 941 -0.006 0.31 1.91E-06 279 -0.008 0.49 662

0.92 0.91 0.89

cg10383019 11

8103101

TUB 193 2.58E-09 2.62E-06 6.13E-03 860 0.014 0.32 4.23E-07 202 0.017 0.44 658

0.08 0.10 0.11

cg23441595 22

37273987

NCF4 16958 2.21E-09 2.87E-06 6.44E-03 866 -0.005 0.23 5.02E-07 208 -0.007 0.30 658

0.39 0.36 0.35

cg17507897 20

17943694

SNX5;SNORD17 -105 3.97E-13 5.88E-07 8.53E-03 889 -0.009 0.16 8.43E-07 231 -0.011 0.32 658

0.84 0.81 0.80

cg25305703 8

128378218

CASC8;CASC21 -34425 4.57E-10 2.92E-06 1.56E-02 931 -0.008 0.15 1.90E-06 278 -0.011 0.30 653

0.74 0.70 0.68

cg10439456 15

45028270

TRIM69;LOC100419583 -289 1.87E-11 5.74E-07 4.98E-03 830 -0.008 0.10 3.01E-07 185 -0.010 0.21 645

0.46 0.42 0.40

cg14326196 9

116860650

KIF12 687 1.12E-09 8.24E-07 8.00E-03 875 0.015 0.37 8.67E-07 232 0.019 0.48 643

0.10 0.12 0.15

cg18229521 14

92790285

SLC24A4 134 3.54E-09 2.76E-07 4.16E-03 812 0.011 0.24 2.75E-07 180 0.013 0.37 632

0.07 0.08 0.09

cg25421530 10

97200987

SORBS1 -50 1.76E-09 3.26E-08 3.29E-03 786 0.010 0.12 1.29E-07 157 0.012 0.21 629

0.86 0.87 0.89

cg26470501 19

45252955

BCL3 978 5.57E-10 2.26E-07 3.56E-03 795 -0.004 0.20 1.75E-07 166 -0.006 0.27 629

0.56 0.54 0.52

cg19746343 1

235290405

RBM34;TOMM20;SNORA14B 847 3.56E-12 2.31E-07 2.88E-03 766 -0.007 0.13 1.07E-07 149 -0.008 0.34 617

0.64 0.61 0.59

cg08965235 11

65325158

LTBP3 541 3.81E-09 1.20E-05 1.40E-02 927 0.009 0.31 2.97E-06 313 0.011 0.46 614

0.17 0.21 0.22

cg01681367 16

29676071

SPN 1532 3.21E-09 9.43E-08 1.77E-03 701 0.015 0.16 1.08E-08 91 0.019 0.30 610

0.04 0.05 0.06

cg11209447 12

6484521

SCNN1A;LTBR -12 5.22E-09 1.35E-05 3.74E-02 970 -0.005 0.30 5.77E-06 362 -0.007 0.41 608

0.83 0.81 0.80

cg03519879 14

74227499

ELMSAN1;MIR4505 -498 1.15E-11 8.23E-06 4.74E-02 979 -0.003 0.28 6.52E-06 375 -0.005 0.41 604

0.65 0.63 0.61

cg23944804 20

11871384

BTBD3 14 3.80E-09 5.71E-07 3.98E-03 807 0.019 0.35 5.88E-07 211 0.020 0.50 596

0.06 0.08 0.10

cg27444994 16

62070072

CDH8 667 4.88E-09 1.05E-05 1.93E-02 950 0.008 0.15 5.35E-06 354 0.010 0.27 596

0.08 0.09 0.10

cg23878206 19

50431425

ATF5;NUP62;IL4I1;MIR4751 -533 5.95E-11 5.51E-07 2.85E-03 764 -0.009 0.27 1.94E-07 171 -0.011 0.38 593

0.90 0.88 0.87

cg13033858 12

109248326

SSH1 3033 6.41E-11 3.34E-06 6.19E-03 861 -0.006 0.27 1.78E-06 273 -0.008 0.39 588

0.66 0.63 0.61

cg00944304 15

40738072

BAHD1 4723 8.98E-11 1.23E-05 1.78E-02 944 -0.005 0.18 5.56E-06 357 -0.007 0.32 587

0.77 0.75 0.73

cg24092340 17

8770908

PIK3R6 86 2.06E-09 4.26E-05 4.50E-02 976 0.006 0.34 7.64E-06 391 0.010 0.33 585

0.06 0.08 0.08

cg01120509 16

698230

WDR90;FAM195A -1132 1.12E-12 1.68E-08 1.64E-03 692 -0.004 0.21 3.53E-08 108 -0.005 0.29 584

0.44 0.42 0.40

cg01979157 1

2161013

SKI 880 2.26E-12 2.43E-07 2.40E-03 741 -0.008 0.10 1.42E-07 159 -0.010 0.25 582

0.13 0.11 0.11

cg18405341 22

39918625

ATF4;MIEF1 2057 1.57E-09 4.79E-06 8.44E-03 885 -0.004 0.25 2.71E-06 303 -0.005 0.39 582

0.59 0.57 0.55

cg03209854 5

5140003

ADAMTS16;CTD-2297D10.2 164 4.44E-09 2.67E-06 8.46E-03 886 0.007 0.22 2.81E-06 308 0.009 0.33 578

0.11 0.13 0.14
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cg04388657 9

127623377

WDR38;RPL35 863 2.53E-10 1.31E-08 1.78E-03 703 -0.007 0.27 5.73E-08 127 -0.010 0.27 576

0.63 0.60 0.58

cg07285276 9

134613015

RAPGEF1 -90 5.08E-09 3.47E-05 1.28E-02 919 -0.007 0.19 4.59E-06 343 -0.009 0.38 576

0.85 0.83 0.82

cg23928726 1

2344998

PEX10 -988 3.65E-10 3.89E-05 4.54E-02 977 -0.005 0.25 8.34E-06 404 -0.008 0.33 573

0.32 0.29 0.27

cg24688690 5

345850

AHRR 41560 1.47E-11 1.72E-08 1.35E-03 663 -0.004 0.15 1.15E-08 92 -0.006 0.31 571

0.68 0.66 0.65

cg02503850 10

72432552

ADAMTS14 -6 1.28E-09 9.10E-06 4.56E-03 818 0.009 0.14 1.11E-06 247 0.010 0.21 571

0.12 0.14 0.15

cg03964958 2

176964720

HOXD12;HOXD13 191 7.67E-09 7.19E-07 2.71E-03 754 0.010 0.37 3.26E-07 188 0.011 0.46 566

0.11 0.13 0.14

cg26153096 1

43748142

C1orf210 3108 6.14E-11 2.45E-07 2.10E-03 729 -0.003 0.21 1.53E-07 164 -0.003 0.44 565

0.64 0.63 0.62

cg21949830 17

1510041

SLC43A2 -1713 1.10E-10 4.32E-09 1.24E-03 651 -0.007 0.32 8.45E-09 87 -0.009 0.44 564

0.87 0.85 0.84

cg01587896 5

50678925

LOC642366;ISL1 -32 3.08E-09 2.26E-07 2.22E-03 735 0.012 0.36 2.10E-07 172 0.013 0.48 563

0.08 0.10 0.11

cg02003183 14

103415882

CDC42BPB 26890 6.72E-10 7.27E-07 1.64E-03 693 0.009 0.23 7.13E-08 138 0.011 0.35 555

0.16 0.19 0.20

cg14277403 9

100748520

ANP32B 3032 4.48E-10 8.72E-07 3.43E-03 792 -0.008 0.17 9.52E-07 238 -0.009 0.29 554

0.79 0.76 0.74

cg19825437 3

169383292

MECOM -1729 1.06E-09 2.42E-05 1.13E-02 912 -0.006 0.08 5.74E-06 361 -0.008 0.25 551

0.87 0.85 0.84

cg03544320 4

5894691

CRMP1 119 2.31E-10 1.29E-06 2.88E-03 767 0.019 0.40 6.85E-07 221 0.022 0.47 546

0.09 0.13 0.15

cg17643699 12

27091484

ASUN;FGFR1OP2 180 2.49E-09 3.46E-05 1.35E-02 923 -0.005 0.08 6.62E-06 377 -0.006 0.17 546

0.07 0.06 0.06

cg05673882 5

74862702

POLK -44598 8.39E-10 5.52E-06 9.22E-03 893 -0.007 0.32 5.20E-06 352 -0.009 0.38 541

0.34 0.31 0.29

cg02583484 12

54677008

HNRNPA1;CBX5;HNRNPA1P10 2476 6.83E-13 3.01E-11 7.49E-04 577 -0.007 0.13 1.97E-11 45 -0.010 0.32 532

0.33 0.31 0.28

cg12535280 11

12399498

PARVA 473 3.90E-11 1.27E-07 1.59E-03 688 0.014 0.36 1.70E-07 165 0.015 0.42 523

0.08 0.10 0.12

cg06505619 16

698072

WDR90;FAM195A -1290 1.62E-10 2.77E-06 5.96E-03 858 -0.008 0.14 4.24E-06 338 -0.009 0.20 520

0.80 0.77 0.76

cg16792312 16

2801668

SRRM2;SRRM2-AS1 -661 4.12E-11 1.94E-05 8.43E-03 884 -0.004 0.15 5.85E-06 364 -0.006 0.25 520

0.87 0.86 0.85

cg19654061 2

233243398

ALPP 155 2.75E-10 2.59E-07 1.89E-03 711 -0.007 0.12 3.58E-07 192 -0.008 0.21 519

0.92 0.91 0.91

cg10061906 8

146013430

RPL8;ZNF34;MIR6850 -700 6.85E-14 3.24E-07 1.32E-03 659 -0.006 0.27 8.17E-08 142 -0.006 0.40 517

0.76 0.74 0.73

cg02081733 15

68120412

SKOR1 8371 2.01E-09 1.54E-05 2.15E-02 956 0.006 0.17 1.16E-05 444 0.008 0.25 512

0.15 0.17 0.18

cg05506365 2

105472193

LINC01158;POU3F3 1668 7.05E-09 1.94E-06 5.52E-03 838 0.006 0.33 3.84E-06 328 0.007 0.37 510

0.08 0.08 0.09

cg01882991 6

6677756

RP1-80N2.3 6110 1.83E-13 2.16E-10 7.06E-04 571 -0.005 0.16 6.00E-10 62 -0.006 0.34 509

0.65 0.63 0.62

cg19572637 2

66660175

MEIS1;MEIS1-AS3 427 6.78E-09 0.000139764 1.66E-02 937 0.010 0.29 1.11E-05 433 0.011 0.37 504

0.04 0.05 0.06

cg22931604 3

129694392

TRH 1157 6.33E-10 3.23E-06 2.02E-03 722 0.011 0.36 6.53E-07 219 0.012 0.41 503

0.05 0.06 0.07

cg25092838 14

57279115

OTX2-AS1;OTX2 -785 1.92E-09 2.02E-07 1.39E-03 669 0.007 0.30 1.92E-07 169 0.008 0.37 500

0.10 0.11 0.12

cg17602444 7

644819

PRKAR1B;LOC101926963 1785 5.79E-10 2.49E-05 6.21E-03 862 -0.006 0.21 5.97E-06 367 -0.008 0.25 495

0.68 0.65 0.63

cg11007850 2

129216138

x

a

-13366 6.15E-09 1.17E-06 3.06E-03 778 -0.008 0.53 2.06E-06 285 -0.010 0.51 493

0.48 0.44 0.41

cg16080125 7

2774654

GNA12 28120 6.41E-09 5.10E-06 9.35E-03 894 0.006 0.41 8.16E-06 401 0.007 0.51 493

0.29 0.31 0.33

cg16896079 12

41582362

PDZRN4 113 1.47E-10 2.00E-08 7.91E-04 584 0.014 0.48 1.40E-08 96 0.019 0.48 488

0.03 0.05 0.05

cg10492511 4

108853489

CYP2U1;LOC101929595 -214 3.57E-10 8.87E-07 2.08E-03 728 0.011 0.18 9.88E-07 241 0.012 0.25 487

0.14 0.17 0.18

cg04987734 14

103415873

CDC42BPB 26881 1.61E-09 2.56E-06 2.75E-03 757 0.007 0.25 1.72E-06 271 0.008 0.33 486

0.34 0.38 0.39

cg26124980 4

94749890

ATOH1 -187 2.17E-09 4.63E-08 8.12E-04 590 0.013 0.33 3.22E-08 105 0.014 0.46 485

0.04 0.06 0.06

cg23343486 17

75449911

9-Sep -163 6.15E-09 3.41E-06 4.30E-03 814 -0.008 0.26 4.05E-06 333 -0.010 0.30 481

0.07 0.06 0.06

cg04050867 8

109095572

RSPO2 -141 1.92E-09 8.35E-06 2.97E-03 771 0.009 0.41 2.43E-06 293 0.010 0.45 478

0.05 0.07 0.07

cg20696451 10

14881628

CDNF;HSPA14 1470 7.65E-10 0.000116335 9.97E-02 995 -0.004 0.30 2.00E-05 520 -0.008 0.32 475

0.72 0.69 0.67

cg17037282 5

50678928

LOC642366;ISL1 -29 1.51E-09 1.89E-06 1.52E-03 683 0.012 0.30 5.75E-07 210 0.013 0.40 473

0.11 0.13 0.14

cg14512563 15

96897190

RP11-522B15.3 -275 3.58E-09 2.06E-07 1.34E-03 661 0.008 0.45 3.45E-07 189 0.008 0.56 472

0.17 0.20 0.21

cg05608777 10

128594144

DOCK1 167 4.15E-10 5.72E-08 8.66E-04 601 0.015 0.36 6.04E-08 131 0.018 0.38 470

0.04 0.06 0.06

cg18174258 1

247275326

C1orf229 393 3.12E-10 5.94E-08 8.78E-04 602 0.009 0.17 6.08E-08 132 0.011 0.24 470

0.05 0.06 0.07

cg12616487 11

62379063

EML3;ROM1;B3GAT3 -1149 1.32E-10 9.98E-06 4.36E-03 815 -0.004 0.29 4.63E-06 345 -0.005 0.34 470

0.59 0.57 0.55

cg16736826 1

41951512

EDN2 -1158 7.91E-10 1.37E-05 1.31E-02 921 -0.003 0.28 1.21E-05 452 -0.004 0.40 469

0.41 0.39 0.38

cg07198552 20

59828977

CDH4 1496 9.12E-10 1.05E-06 2.72E-03 755 0.009 0.26 2.45E-06 294 0.009 0.31 461

0.07 0.08 0.08

cg15542713 1

42385581

HIVEP3 -1085 9.86E-11 1.45E-07 1.25E-03 654 0.016 0.23 3.88E-07 195 0.016 0.33 459

0.43 0.51 0.53

cg27125849 17

59473674

BCAS3;TBX2;TBX2-AS1 3293 1.31E-11 2.49E-07 1.86E-03 708 0.015 0.27 1.15E-06 249 0.016 0.32 459

0.08 0.10 0.11

cg27241845 2

233250370

ALPP;ECEL1P2 1384 5.40E-12 1.09E-08 5.72E-04 539 -0.008 0.15 4.08E-09 83 -0.009 0.39 456

0.71 0.68 0.66

cg23090529 1

51442133

CDKN2C 6492 9.99E-14 2.28E-07 1.76E-03 700 -0.009 0.10 1.08E-06 244 -0.011 0.23 456

0.42 0.37 0.35

cg14208041 15

40080369

RP11-37C7.1;RP11-37C7.3 -5338 2.59E-09 0.000190765 3.10E-01 999 -0.004 0.22 2.49E-05 543 -0.012 0.29 456

0.79 0.76 0.72

The top 100 CpGs associated with ever smoking were stratified (<22 cigarettes per day, >22 cigarettes per day) and ranked the CpGs by p-value for association with smoking duration (year) in each strata.  

# p -values in association with ever smoking, years of smoking (Non-smokers N=76 ; Smokers N=187) after adjustment for covariates (race,age ,sex, cell-type count); 

*p-values, coefficient, RSQ for association with smoking years in each strata after adjustment for covariates (race, age, sex, cell type); the rank of p-value in each strata; the change of rank; average methylation each strata

X
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 According to UCSC Genome Browser no annotated transcripts are associated with these CpG sites
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