S6 Table. Model averaged coefficients (β) and their standard errors (SE) calculated from the candidate model set (i.e. models with ΔAIC < 5). The genetic differentiation between populations was calculated as [GST / (1-GST)]. Geographic refers to log-transformed null resistance distance.
	
	β
	SE
	Z value
	P value

	Geographic
	0.17780
	0.04660
	3.732
	0.001*

	Elevation
	0.00006
	0.00003
	2.369
	0.018*

	Deforestation
	-0.00059
	0.00130
	0.446
	0.656



[bookmark: _GoBack]* Model averaged coefficients not overlapping with zero.
