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Supplementary Information contains: 

S1 Figure Expression and purification of UDE segments followed by SDS-PAGE analysis 
of samples at the different extraction and chromatography steps. SDS-PAGE gels are 
shown for all the UDE segments characterized in details in our study. Abbreviations are as 
follows: Sup: supernatant after cell lysis; Flow: flow-through from the Ni-NTA column; Res: 
wash with buffer A; Salt: wash with buffer B; 25, 50, or 300 mM: elution with buffer A also 
containing 25, 50 or 300 mM imidazole, respectively; El.1-3 or 1-5, elution fractions 1-3 or 1-
5; MM: molecular marker. 



 
 

S1 Figure S1 Figure Expression and purification of UDE segments followed by SDS-PAGE analysis of samples at the different extraction 
and chromatography steps. SDS-PAGE gels are shown for all the UDE segments characterized in details in our study. Abbreviations are as 
follows: Sup: supernatant after cell lysis; Flow: flow-through from the Ni-NTA column; Res: wash with buffer A; Salt: wash with buffer B; 25, 
50, or 300 mM: elution with buffer A also containing 25, 50 or 300 mM imidazole, respectively; El.1-3 or 1-5, elution fractions 1-3 or 1-5; MM: 
molecular marker. 


