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MTHKRYASSLSAGLLATTCVAGLLLQANGARAQQAAEAQAPASSTTMMQAATVAPAQSGQAAVVARLVAQARFWMQQHQYENARQSLQSAARLAPDSNVDL
MTHKRYASSLSAGLLATTCVAGLLLQANGARAQQAAEAQAPASSTTMMQAATVAPAQSGQAAVVARLVAQAQARFWMQQAQHQYENARQSLQSAARLAPDSVDL

LEAEGEYQSHIGNRDAALDTQRRLHQAAPGSTYESQLNDLLHEQA | SQPDLAHARSLAASGHSDQAVEAYQHLFNGSTPTPSLAVEYYQTLAGVSGQAGT
LEAEGEYQSHIGNRDAALDTQRRLHQAAPGSTYESQLNDLLHEQA I SQPDLAHARSLAASGHSDQAVEAYQHLFNGSTPTPSLAVEYYQTLAGVSGQAGT

AQDGL IRLVKANPSDFRAQLALAQVLTYQPGTRMEGLQRLQALQKYQSSAPVEAATAEKSYRQTLSWLPVTPETLP LMQKWLDAHPSDSALRTHMAEPAG
AQDGL IRLVKANPSDFRAQLALAQVLTYQPGTRMEGLAQRLQALQKYQSSAPVEAATAEKSYRQTLSWLPVTPETLP LMQKWLDAHPSDSALRTHMAEPAG

GPPDKGALARQDGFKALNAGRLSAAQAAFQSALNLNAKDGDALGGLGLVAMRAGHNEEAHRYLEDA | AADPKNAAHWRPALAGMAVGEEYGSVRRLIASG
GPPDKGALARQDGFKALNAGRLSAAQAAFQSALNLNAKDGDALGGLGLVAMRAGHNEEAHRYLEDA | AADPKNAAHWRPALAGMAVGEEYGSVRRL IASG

QTQEAEQRLMTLARQPGQSEGATLMLADLQRSTGQTGEAERNYRAILARNGDNP IALMGLARVLMGEGQENEANALLSRLGGRYSDQVQQIEVSGIMAEA
QTQEAEQRLMTLARQPGQSEGATLMLADLQRSTGQTGEAERNYRAILARNGDNPIALMGLARVLMGEGQENEANALLSRLGGRYSDQVQQIEVSGIMAEA

ARTSDSAQKVSLLROAMTKAPDDPWLR INLANALQQQGDSAEAANVMRPLLTSPRTPADYQAAILYASGNGNDTLARRLLAGLSPDDYSPAIRTIADEMA
ARTSDSAQKVSLLROAMTKAPDDPWLR INLANALQQQGDSAEAANVMRPLLTSPRTIPADYQAAILYASGNGNDTLARRLLAGLSPDDYSPAIRTIADEMA

| KADLASRLSMVSNPTPLVREALAAPDPTGARGVAVADLFRQRGDMLHAHMALRIASTRNIDLTTEQRLAYATEYMKI|ISNPVAAARLLAPLGDGSGTATG
| KADLASRLSMVSNPTPLVREALAAPDPTGARGVAVADLFRQRGDMLHAHMALRIASTRNIDLTTEQRLAYATEYMK I|ISNPVAAARLLAPLGDGSGTATG

SAMSPDQRQTLMQLRMG I SVAQSDLLNQRGDQAAAYDHLAPALQADPEATSPKLALARLYNGRGKYGHALDIDLAVLRHNPQDLDARQAAVQAAANDGKD
SAMSPDQRQTLMQLRMG I SVAQSDLLNQRGDQAAAYDHLAPALQADPEATSPKLALARLYNGRGKYGHALDIDLAVLRHNPQDLDARQAAVQAAANDGKD

NLAMQLAQDGVAQQSPMDARSWLGMAVADRAVGHGDRTLADLRRAYELRLQQLK | SRGDAIGGDETQATAPPTANPFRRDAYGHALSLGAPPGENGYSTAG
NLAMOQLAQDGVQQSPMDARSWLGMAVADRAVGHGDRTLADLRRAYELRLQQLK | SRGDAIGGDETQATAPPTANPFRRDAYGHALSLGAPPGENGYSTAG

SVPEISDAQMLSS INGQIHTLSEDMAPSVDAGLGFRVRSGTPGMGALTEASVPIVGRIPLQAGTSALTFTATPTFLTSGHLPQTGYDIPRFGTNLFALERN
SVPEISDQMLSS INGQIHTLSEDMAPSVDAGLGFRVRSGTPGMGALTEASVP IVGRIPLQAGTSALTFTATPTFLTSGHLPQTGYD IPRFGTNLFALERN

LONQNNSAEHRINTDT IGREAGVAPDVRFANNWVSADVGASPLGFTLPNVIGGVEFAPRVGPVTFRVYSGERRS|I TNSVLSYGGMTDALTGKKWGGVVTNH
LOQNQNNSAEHRINTDT IGREAGVAPDVRFANNWVSADVGASPLGFTLPNVIGGVEFAPRVGPVTFRVSGERRSI TNSVLSYGGMTDALTGKKWGGVVTNH

FHGQVEATLGNT IVYGGGGYA IQTGHHVQSNTEVEGGLGANTLVYRNRKHEVRVGYVNLTYFGYKHNEDFYTYG
FHGQVEATLGNT IVYGGGGYA IQTGHHVAQSNTEVEGGLGANTLVYRNRKHEVRVGVNLTYFGYKHNEDF LF
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