	Gene
	Contig title/Acc. number
	Contig length
	Frame
	 
	Primer sequence (5'>3')
	Amplicon (bp)
	Efficiency (%)
	R2
	

	myosin heavy chain (myh)
	gnl|UG|Gmr#S60847006
	738
	1
	
	Forward primer
	ATGTAACGGTGTGCTGGAGG
	187
	99.0
	0.995
	

	
	
	
	
	
	Reverse primer
	GTACTCGTCGTGAGGCACAT
	
	
	
	

	myosin light chain 2 (myl2)
	gnl|UG|Gmr#S60867323
	1 345
	2
	
	Forward primer
	GGACGTGCTGGCCTCTATGG
	135
	73.8
	0.993
	

	
	
	
	
	
	Reverse primer
	GGATCCGCACCCTTCAGCTT
	
	
	
	

	actin, alpha cardiac muscle 1 (actc1)
	gnl|UG|Gmr#S60864027
	1 609
	3
	
	Forward primer
	CTTCCCTGTCCACCTTCCAG
	122
	106.1
	0.984
	

	
	
	
	
	
	Reverse primer
	ACGGAGACGACGATGGAGAA
	
	
	
	

	actin, alpha skeletal muscle (acta)
	gnl|UG|Gmr#S44200679
	602
	-2
	
	Forward primer
	TGTTCACAGTTCGTTCTCCGA
	200
	90.3
	0.998
	

	
	
	
	
	
	Reverse primer
	TCGTCTCCGTCGTCATCATC
	
	
	
	

	novel sal-like protein (sall)
	gnl|UG|Gmr#S60854098
	995
	3
	
	Forward primer
	GTCAGAGAGAGATCCGCTTGG
	125
	92.0
	0.931
	

	
	
	
	
	
	Reverse primer
	TGTGCCTGCTGAAAGAGACC
	
	
	
	

	arp
	EX741373
	n/a
	
	
	Forward primer
	TGATCCTCCACGACGATGAG
	113
	88.2
	0.993
	

	
	
	
	
	
	Reverse primer
	CAGGGCCTTGGCGAAGA
	
	
	
	

	ubi
	EX735613
	n/a
	
	
	Forward primer
	GGCCGCAAAGATGCAGAT
	69
	99.8
	0.985
	

	
	
	
	
	
	Reverse primer
	CTGGGCTCGACCTCAAGAGT
	
	
	
	

	eef1a
	EX721840
	n/a
	
	
	Forward primer
	CACTGAGGTGAAGTCCGTTG
	142
	95.4
	0.993
	

	 
	 
	 
	 
	 
	Reverse primer
	GGGGTCGTTCTTGCTGTCT
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