EGF_0.25

EGF_0.5

EGF_0.75

EGF_1

EGF_1.33

EGF_1.66

EGF_2

EGF_2.5

EGF_3

EGF_3.5

EGF_4

EGF_5

EGF_6

EGF_7

EGF_8

HRG_0.25

HRG_0.5

HRG_0.75

HRG_1

HRG_1.33

HRG_1.66

HRG_2

HRG_2.5

HRG_3

HRG_3.5

HRG_4

HRG_5

HRG_6

HRG_7

HRG_8

CORE_chr5:137803060..137803134,-_-

CORE_chr5:137802917..137802941,+_-

CORE_chr5:137802624..137802791,-_-

CORE_chr5:137802806..137802857,+_-

CORE_chr5:137802485..137802611,-_-

CORE_chr5:137804484..137804498,+_EGR1

CORE_chr17:7757263..7757357,+_-

CORE_chr20:52771475..52771478,-_-

CORE_chr20:56226990..56227003,-_-

CORE_chr12:53614115..53614154,-_RARG

CORE_chr3:146262365..146262412,-_PLSCR1

CORE_chr7:149470540..149470596,-_ZNF467

CORE_chr10:74034090..74034110,+_DDIT4

CORE_chr5:134369905..134369972,-_PITX1

CORE_chr20:62710832..62710879,-_RGS19

CORE_chr11:102826454..102826469,-_MMP13

CORE_chr9:99801414..99801432,-_CTSL2

CORE_chr6:10695149..10695212,+_PAK1IP1

CORE_chr1:35247057..35247079,+_GJB3

CORE_chr17:15848414..15848452,+_ADORA2B

CORE_chr8:144815895..144815912,-_FAM83H

CORE_chr2:233792837..233792888,-_NGEF

CORE_chr19:14142565..14142628,+_IL27RA

CORE_chr12:7023735..7023765,+_ENO2

CORE_chr1:26202000..26202019,-_-

CORE_chr12:57482665..57482699,+_NAB2

CORE_chr15:67457294..67457321,+_-

CORE_chr12:132379245..132379256,+_ULK1

CORE_chr17:40828008..40828045,-_PLEKHH3

CORE_chr17:62499334..62499416,-_DDX5

CORE_chr7:20256965..20257034,-_MACC1

CORE_chr1:15850676..15850764,-_CASP9

CORE_chr5:137804405..137804444,+_EGR1

CORE_chr5:137803308..137803321,+_-

CORE_chr5:137804130..137804156,+_EGR1

CORE_chr5:137803278..137803323,-_-

CORE_chr5:137803432..137803463,+_-

CORE_chr5:137803485..137803515,+_-

CORE_chr5:137803081..137803110,+_-

CORE_chr14:75748263..75748319,+_-

CORE_chr6:126240380..126240430,+_NCOA7

CORE_chr12:122885113..122885159,-_-

CORE_chr12:13044221..13044255,-_-

CORE_chr8:27730516..27730534,+_-

CORE_chr1:221915746..221915770,+_-

CORE_chr14:35342972..35343044,+_-

CORE_chr12:125396162..125396166,-_-

CORE_chr15:67418119..67418162,+_SMAD3

CORE_chr10:3827371..3827386,-_KLF6

HIGHLY-EXPRESSED GENERIC PROMOTERS

-4 -2 0 2 4 6 Value

0 20 40 60 80 100

Color Key and Histogram

Count

EGF_0.25

EGF_0.5

EGF_0.75

EGF_1

EGF_1.33

EGF_1.66

EGF_2

EGF_2.5

EGF_3

EGF_3.5

EGF_4

EGF_5

EGF_6

EGF_7

EGF_8

HRG_0.25

HRG_0.5

HRG_0.75

HRG_1

HRG_1.33

HRG_1.66

HRG_2

HRG_2.5

HRG_3

HRG_3.5

HRG_4

HRG_5

HRG_6

HRG_7

HRG_8

TRANS_chr5:137802614..137802705,+_-

TRANS_chr5:137802959..137803004,+_-

TRANS_chr10:64576105..64576133,-_EGR2

TRANS_chr6:132272504..132272519,-_CTGF

TRANS_chr2:73520667..73520683,-_EGR4

TRANS_chr6:28303520..28303535,+_-

TRANS_chr10:64576582..64576618,+_-

TRANS_chr11:65627137..65627183,+_MUS81

TRANS_chr7:5571009..5571033,-_-

TRANS_chr1:150552296..150552334,+_-

TRANS_chr17:7747261..7747281,-_-

TRANS_chr17:79481777..79481785,-_-

TRANS_chr17:7748044..7748078,-_-

TRANS_chr19:13262509..13262544,-_-

TRANS_chr17:57915281..57915332,+_-

TRANS_chr6:43139980..43140048,-_-

TRANS_chr12:53267946..53267974,-_-

TRANS_chr17:57906903..57906915,+_-

TRANS_chr19:12902603..12902655,-_-

TRANS_chr20:52790516..52790531,-_CYP24A1

TRANS_chr8:103663753..103663780,-_-

TRANS_chr20:56258715..56258732,-_-

TRANS_chr8:128750654..128750793,+_MYC

TRANS_chr15:67440875..67440911,+_-

TRANS_chr22:50354067..50354081,+_PIM3

TRANS_chr15:74833584..74833626,+_ARID3B

TRANS_chr10:112257656..112257671,+_DUSP5

TRANS_chr8:126448405..126448437,+_TRIB1

TRANS_chr1:8086360..8086378,-_ERRFI1

TRANS_chr11:65667846..65667868,-_FOSL1

TRANS_chr1:86046433..86046453,+_CYR61

TRANS_chr14:77425972..77425985,+_-

TRANS_chr17:17399701..17399716,-_RASD1

TRANS_chr8:143695830..143695845,-_ARC

TRANS_chr16:578820..578835,-_-

TRANS_chr22:30606550..30606556,+_-

TRANS_chr19:54372480..54372496,-_-

TRANS_chr12:52445218..52445237,+_NR4A1

TRANS_chr5:137802469..137802557,+_-

TRANS_chr5:137801160..137801176,+_EGR1

TRANS_chr5:137803005..137803079,+_-

TRANS_chr5:137802584..137802608,+_-

TRANS_chr5:137803118..137803156,+_-

TRANS_chr17:7745915..7745932,-_-

TRANS_chr2:26223555..26223563,-_-

TRANS_chr5:137802741..137802781,+_-

TRANS_chr5:137803163..137803193,+_-

TRANS_chr8:103665947..103665981,-_KLF10

TRANS_chr2:96811170..96811186,-_DUSP2

TRANS_chr8:22550982..22550999,-_EGR3

TRANS_chr5:76114847..76114867,+_F2RL1

TRANS_chr22:30642161..30642185,+_-

TRANS_chr22:30642738..30642754,-_LIF

TRANS_chr17:7747511..7747527,+_-

TRANS_chr2:110873388..110873405,-_MALL

TRANS_chr17:39769009..39769026,-_KRT16

TRANS_chr10:64134120..64134183,+_ZNF365

TRANS_chr7:100770328..100770393,+_SERPINE1

TRANS_chr5:76114872..76114892,+_F2RL1

TRANS_chr11:67141058..67141077,-_-

TRANS_chr17:79477834..79477869,-_-

TRANS_chr12:52563879..52563903,-_-

TRANS_chr5:148521286..148521377,+_ABLIM3

TRANS_chr14:34420259..34420291,-_EGLN3

TRANS_chr16:3071571..3071641,+_-

TRANS_chr19:54377736..54378002,+_-

TRANS_chr7:48128854..48128871,+_UPP1

TRANS_chr2:106015491..106015518,-_FHL2

TRANS_chr19:54371114..54371180,+_MYADM

TRANS_chr14:103995546..103995575,+_TRMT61A

TRANS_chr21:45527259..45527285,+_PWP2

TRANS_chr2:198570081..198570142,+_MARS2

TRANS_chr19:44174310..44174329,-_PLAUR

TRANS_chr7:48128816..48128836,+_UPP1

TRANS_chr19:2164126..2164168,+_DOT1L

TRANS_chrX:20284958..20285039,-_RPS6KA3

TRANS_chr2:97534260..97534307,-_SEMA4C

TRANS_chr19:39904400..39904468,+_PLEKHG2

TRANS_chr20:10654639..10654656,-_JAG1

TRANS_chr12:76424486..76424575,+_-

TRANS_chr16:4664790..4664800,-_UBALD1

TRANS_chr19:2164173..2164197,+_DOT1L

TRANS_chr3:5021113..5021180,+_BHLHE40

TRANS_chr15:74726283..74726306,-_SEMA7A

TRANS_chr7:100808843..100808858,-_VGF

TRANS_chr5:141704575..141704598,-_SPRY4

TRANS_chr18:58040000..58040015,-_MC4R

TRANS_chr15:99433751..99433766,+_IGF1R

TRANS_chr6:47277634..47277651,-_TNFRSF21

TRANS_chr9:33473853..33473873,-_NOL6

TRANS_chr11:2950642..2950658,-_PHLDA2

TRANS_chr4:84457414..84457501,+_AGPAT9

TRANS_chr17:79479512..79479524,-_ACTG1

TRANS_chr15:91411810..91411828,+_FURIN

TRANS_chr16:28835766..28835827,+_-

TRANS_chr2:120980665..120980750,-_TMEM185B

TRANS_chr1:38471156..38471194,-_FHL3

TRANS_chr6:47277662..47277691,-_TNFRSF21

TRANS_chr19:14492247..14492264,+_CD97

TRANS_chr7:143105915..143105938,-_EPHA1

HIGHLY-EXPRESSED STIMULUS-SPECIFIC PROMOTERS

-4 -2 0 2 4 6 Value

0 50 100 150 200

Color Key and Histogram

Count

� �

� � � � � � � � � �