S1 S2
10 30 40 , 5|0 , 6I0 , 7IO . 8I0 . 9IO

Ath-KAT1 (57-317) PRYmm B B-M
Ath-KAT2 (57-317) PRFRGWEMWLV- - - - - - - - AWICPEEFAF ITY - K- Keooommom oo D-- AL-
Ath-AKT1 (55310) HKYRIWEAFLV- - - - - - - - AWV SPFEFGRLRK- Pr Re- oo s ssmmmmmmmmnmm e P--PL-
Ath-AKT5 (76-334) PRYRAWDWELV- - - - - - - - AWASP FEFGFLQT - P Re oo oo om oo A--PL-
Ath-AKT6 (78-336) PRYRAWETFLV-------- AWASP FEFGFLQK- P Re oo - - oo m oo mm o oo P--PL-
Ath-AKT2 (73-334) SRYRCWEFYMV- - - - - - - - AWV Y P EEVAFLNSSP - Ko - - = m == s mmmmm o mmm e e o e e e e e R-- NL-
Ath-KC1 (87-348) RRYRLWELFLV AWASLEELAFEK- AA- E- - oo oo oo G--AL-
Ath-SKOR (80-344)  RwY [INTRRTEAIN T
Ath-GORK (63-327) RWYKAWEMFIL------ - - SLFTPMEFGFFRG- Lo Pro oo o oo oo E--RL-
Rno-HCN1 (120-404) DFRFYWDL IML- - - - - - - - MMV GN LY I 1PV G I T FET E- Q- Te - = - = mm mm e mmmm e e e oo oo T-TPW-
Mmu-HCN1 (120-404) DFRFYWDL IML- - - - - - - - MMV GNLV I 1PV G ITEETE- Q- T - - o ommmmmmmmmmm o T-TPW-
Hsa-HCN1 (140-415) DFRFYWDLIML- - -~ - - - - MMV GNLV I 1PV G T EFT E- Q- T o= - - o mmmm s s s s s e e e e e T-TPW-
Mmu-HCN2 (182-457) DFRFYWDFTML- - - - - - - - LEMVGNL LT IPVGITFFEKD E-Tr o mmm oo oo T- APW-
Rno-HCN2 (182-457) DFRFYWDFTML- - - - - - - - LEMVGNL L1 TPV GITFEKD E- T oo oo oo oo T- APW-
Hsa-HCN2 (209-484) DFRFYWDFTML- - - - - - - - LEMVGNL LI TPV GITFFKD- E- T mmmmmwmmmmmmmmmm e e e s e e e e e e e e T- APW-
Hsa-HCN4 (260-535) DFRFYWDLTML- - - - - - - - LLMVGNL LT TPV GITFEKD- E- N -« -« - - oo T-TPW-
Mmu-HCN4 (260-535) DFRFYWDLTML- - - - - - - - LLMVGNL I T IPVGITFEKD- E- N - - -« o o oo T-TPW-
Rno-HCN4 (260-535) DFRFYWDLTML- - - - - - - - LLMVGNL LT TPV GITFEKD- E- No- - -« o oo T-TPW-
Hsa-HCN3 (91-368) DFRFYWDLIML-- -~ - - - - LLMVGNL IV LPV G I T FFKE- E- Newmmmwwmmmmmmmm s e s e s s e e e e e e e e oo S-PPW-
Mmu-HCN3 (90-367) DFRFYWDL IML- - - - - - - - LLMVGNL IV LPVGIT FFKE- E- Ne - === == == == m oo oo e e oo e S-PPW-
Rno-HCN3 (90-367) DFRFYWDL IML- - - - - - - - LLMVGNL IV LPV G I T FFEKE- Ex Newmmmnnm == mmmmm s m s e s e e e e e e e e e e S-PPW-
Spu-HCN (213-485) HFRFYWDLLML- - - - - - - - CLIMANY I LLPYV ITERHN- KDMe - - - = = = oo s mmmm e e e e e e e e oo e e 5- TGW-
Hsa-Kv1.2 (145-425) FQRQVWLLFEYPESSGPARIIAIVSVMY I LISIVSFCL- E-TLPIFR----DENE---------- DMHGSGVT FHT- YSNST1GYQQS-TSFT- DPE-
Rno-Kv1.2 (145425 FQRQVW L IEIRTEEE » (BRSO B- - - - - e - ----- - - - oMETTIEEEEES- v snsT 1 6yool- - PRI
Dme-Shaker (209-493) KQRKVWLLFEYPESSQAARVVA I [SVEVILLSIVIFCL- E-TLPEFK- -« HY-v-rommmmmeommnnn- KVENTTTNGTK | EEDEV-PDIT- DPE-
Hsa-Kv4.1 (168-421) LRQRLWRAFENPHTSTAALYEFYYVTGFF IAVSV IANVV- E-T IPCRGSARRSSRE-------cc---o-oo- QPCG---mmmmm oo ERFP- QAF-
Mmu-Kv3.1 (172-451) WQPR IWALFEDPYSSRYARYVAFASLFFILVSITTFCL- E- THERFN----P--- [VNKTEIENVRNGTQVRYYRE------------ AE--T- EAFL
Hsa-Kv5.1 (164-421) CQKCVWKFLEKPESSCPARVVAELSFLLILYSSVVMCM-D-TIPELQ---- VLDA- == ---ccmoommmmnn- ] P RV- - EHPTL-
Hsa-Kv2.1 (167-424) KRKKLWDLLEKPNSSVAAKILAI ISIMFIVLST IALSL- N-TLPELQ- -~ SLDE-==--ccmmeemmmmnn- el T ST- - DNPQL-
RNo-Kv2.1 (171-428) KRKKLWDLLEKPNSSVAAKILAIISIMFIVLST IALSL-N-TLPELQ---- SLDE---ccvvmrmmmmnnnn- o P ST-- DNPQL-
Hsa-Kv6.1 (209-475) CMRRLRDMVERPHSGLPGKV FACLSV LFVTVTAVNLSY- S- TLPSLR---- EEEE------c----------- QGH- -~ mmmm- CSQMC- HNV -
Hsa-Kv9.1 (202.472) LRRRLWLTMENPGYSLPSKLFSCVSISVVLASIAAMC - H- SLPEYQ---- AREA----- AAAVAAVAAGRSPEGV- -« -cvvv-mn-- R--DDPVL-
RNo-Kv8.1 (195-446) VRQKLWD I LEKPGSSTAARIFGY [ 811 FVAV S TVNMAL- M- SAE- - - --ccmmmmmomme oo [T W-L-NLQLL-
Conservation n ._J_
05345624552-------- IR I T rree—— 2--26-

S2 S3a S3b

100 110 120 \ 1I30 . 140 . 150 160 1l70 1|80 1I90 ZIOO

Ath-KAT1 [ YRS Lo sHsy - LLVDSPKK T o N--YN-Ge-eeeeoe- ... B--
Ath-KAT2  FIIDNIVNGFFAIDI I LTFFVAYLDSHSY- LLVDKPKKIAIRYLS-T- VCSTAPFQSLSLLF - - K-~ ¥YN-G--- -~~~ [ E--
Ath-AKT1  SITDNIVNAFFAIDI IMTFFVGYLDKSTY- L1VDDRKQIAFKYLR- S-WFLLDILVST IPSEAAMR IS - - - = v v vmmmmmmmmee oo oo 5- -
Ath-AKT5 S| LDNVVNGFFAVD VLT FFVAFLDKATY- LLVDDPKR IAWRYT S- T-WLIFDVVSTVPYELFGSLL- - H- - NT--mmmmmmmmmmmmmmmm e e oo o l-
Ath-AKT6 S LDNIVNGFFAY IVLTFFVAFLDKVTY-LLVDDPKRIAWRIAS-T-WLIF VVSTFPYEIFGSLL - - Ho - ESvom oo I -
Ath-AKT2  CIADNIVDLFFAVDIVLTFFVAY IDERTQ- LLVREPKQIAVRYLS- T-WFLMBVAST IPFDAIGYLI---T--GTST-nrn--- Lemmmmme e e N-
Ath-KC1 LT IDLVVDFFEAVDI [ LTFFVSYLDNTTY- LNVTDHKLIAKRY.LK- SVAFVMBDVASTLP IQFIYKTI---T--GDVG--------- Roeeemmaeaoe &-
Ath-SKOR NI NG AR AR D SRTY - RMIYKRSS | - s- B - [-
Ath-GORK  FVLDIVGQIAFLVDIVLQFFVAYRDTQTY- RTVYKPTRIAFRYLK- S- FIGCFPWDLIYKAS - - G-~ Keoommmmmmmo oo H- -
RNO-HCN1 | | FNVASDTVELLDLIMNFRTGTVNEDSS- E11LDPKV IKMNY/LK- S-WEVVBF 1SS IPVDY | FLIV--- E--KG-M--vn----- Y SE-
Mmu-HCN1 | | ENVASDTVELLDL IMNFRTGTVNEDSS- E11LDPKY IKMNYLK- S-WFVVDFISSIPVDY [ FLIV---E--KG-M--------- Decceieae et SE-
Hsa-HCN1 || ENVASDTVELLDLIMNFRTGTVNEDSS- EIILDPKY IKMNYLK- S- WEVVDIFISSTPVDY | FLIV---E--KG-M-=------- ) Y SE-
Mmu-HCN2  IVENVV SDT FELMDLVLNFRTGIVIEDNT- E11LDPEKIKKKYLR-T-WFVVDEVSSIPVDY [ FLIV---E--KG- [--------- > Y SE-
RNo-HCN2 I VENVV SDTFFLMDLYLNFRTGIVIEDNT- E11LDPEKIKKKY.LR-T-WFVVDIFVSSIPVDY [FLIV---E--KG- l--------- Y SE-
Hsa-HCN2  IVENVVSDT FELMDLVLNFRTGIVIEDNT- EIJILDPEKIKKKYLR-T-WFVVDIFVSSIPVDY | FLIV---E--KG- l-=------- Y SE-
Hsa-HCN4  I|VENYVSDTFELIDLVLNFRTGIVVEDNT- EIILDPQR IKMKY.LK- S- WEMVDIF 1SS TPVDY | FLIV---E--TR-l--------- Y SE-
Mmu-HCN4  IVENVV SDTFELIDLVLNFRTGIVVEDNT- E11LDPQRIKMKYLK- S-WFVVDFISSIPVEY [FLIV---E--TR-l--------- Y SE-
Rno-HCN4  IVENVVSDTFFLIDLYLNFRTGIVVEDNT- E11LDPQRIKMKY.LK- S- WFVVDIFISSIPVDY [ FLIV---E--TR-l--------- Y SE-
Hsa-HCN3  IVENYVLSDTFELLDLVLNFRTGIVVEEGA- EILLAPRAIRTRY.LR-T- WFLVDIL ISSIPVDY | FLVV--- ELEPR-L-v------- Y AE-
Mmu-HCN3  IVENVLSDTFELLDLVLNFRTGIVVEEGA- EILLAPRAIRTRYLR-T-WFLVDLISSIPVDY [ FLVV--- ELEPR-L--v-=---- YA AE
Rno-HCN3  IVENVLSDTFFLLDLVLNFRTGIVVEEGA- EILLAPRATRTRY.LR-T-WFLVDILISSIPVDY | FLVV--- ELEPR-L-=------- Y AE-
Spu-HCN L IFNCFSDTFEILDLICNFRTGIMNPKSAEQVILNPRQIAYHYLR- S- LVSSIPMDY | FLLA---G---G-Q--=-~---- Newomemmme oo RH-
Hsa-Kv1.2 FIVETLCI IWFSFEFLVRE------------- FACPSKA-- GFFTNI - IVAIIPYFI-TLGT ELAE--KP- E--------- Y AQ-
Rno-Kv1.2 F Al k A NG F F TR M7 | GT E LA [T . Dowmmme e AQ-
Dme-Shaker FLIETLC I IWFTFELTVRE- - ----------- LACPNKL- - NFCRDV- ILATIPYFI-TLATVVAE- - E--E--------- DTLNLPKAPVSPQDK-
Hsa-Kv4.1  FCMDTACYLIFTGEYLLRL------------- FAAPSRC- - RELRSY-MSLIDVVAILPYY - GLLV- - - PecKN-Domommmmmmmomme e mm o
Mmu-Kv3.1  TY [ EGVCYVWET FEFLMRV - -« ---------- VECPNKV-- EFIKNS- LNIIDFVAILPFYL- EVGL------ SG- L---nmme e [ SK-
Hsa-Kv5.1  ENVETACIGWETLEYLLRL------------- FSSPNKL-- HEALSF-MNIVBOVLAILPFYV- SLTL---T--HLo-nnvmmnn-- B - AR-
Hsa-Kv2.1  AHVEAVC I AWFTMEYLLRF------------- LSSPKKW- - KFFKGP- LNAIDILLAILPYYV-TIFL---T--ES----------- Neoomomee oo Ks
Rno-Kv2.1  AHVEAVCIAWFTMEYLLRF------------- LSSPKKW- - KFFKGP- LNAIDILLAILPYYV-TIFL---T--ES-vvmvmnnn-- Nemmmmmmme e Ks-
Hsa-Kv6.1  FIVESVCVGWESLEFLLRL------------- QAP SKF-- AFLRSP- LTLIDILVAILPYY [-TLLV---D-- GA- AAGRRKPGAGN--------~--- SY-
Hsa-Kv9.1 RRLEYFCIAWFSFEVSSRL- -~ --------- LLAPSTR--NFFCHP- LNLIDIVEVLPFYL-TLLA---G--VA-L--------- B - DQG
Rno-Kv8.1  EILEYVCISWETGEFILRF------------- LCVKDRC- - HELRKY-PNIIBLLA ILPFY - TLLV---E--SL-Sonvmnnn-- G - SHT

Conservation

1347466445 56965577 ------------ 7123432--2043-3-1477 77856 443-3244---0--00-0--------- [ 0-



S4-85

S4 linker S5
\ %10 220 230 240 \ 250 260 270 , %80 \ %90 .
Ath-KAT1 - -oo o LGFRILSMLRLWRLRRVSSLIRCTKLISVTLFAIHCAGCFNYLIA ......
Ath-KAT2 - ---------- IGFRVLSMLR LW VSSLFARLEKDIRFNY----FWTRCTKLISVTLFAVHCAGCFAYLIADQYH--DPTKTWIGAV------
Ath-AKT1 - -eeccmon-- QSYGLENMLRLW VGALFARLEKDRNFNY---- FWVRCAKLVCVTLFAVHCAACFYYLIAARNS- - NPAKTWIGAN-- - - - -
Ath-AKT5 - -cc-mn--- QGYGIFSMLRLW VSKCFARLEKDRKYNY---- FWIRCTKLLLVSLFVVHCGACFCYSIAAHYP--DPSMTFMALA- -~ - - -
Ath-AKTE - - ---c-n--- QGYGIFSMLRLW VSNCFARLEKDRKYSY---- FWVRCSKLLLVTLFV IHCGACFLYSIAAHYP--DPSKTEMALT----- -
Ath-AKT2 - ----mo - ITCNLLGLLRFW VKHLFTRLEKDIRYSY---- FWIRCFRLLSVTLFLVHCAGCSYYLIADRYP-- HQGKTWTDA- - - - - - -
Ath-KC1 - -c--o-mnn- QAFGFLNLLRLW VAELFKRLEKDAHFENY---- FVIRVIKLLCVT I FWIHLAGC | LYWIAYHYP--RPTDTWIGSQ------
Ath-SKOR =+ - ---- -+ EEVRYLLLIRLYRVHRV I LF[AHKMEKD IR | Ny [37R |VKLIFVELYCTHTAACIFYY LAIRERESYIAAR ILAIN SRR
Ath-GORK ==~ - - o m-o - ELVRYLLWIRLF VVEFFQRLEKDTRINY---- LETRILKLLFVEVYCTHTAACIFYYLATTLPPENEGYTWIGSLKLGDYS
Rno-HCN1  VYKTARALRIVRFTKILSLLRLL LIRY IHQWEE I FHMTYDLASAVVRIFENLIGMMLLLCHWDGCLQFLVPLLQD-- FPPDCWYSL- -~ ---
Mmu-HCN1  VYKTARALRIVRETKILSLLRLL LIRY HQWEE I FHMTYDLASAVVRIFNLIGMMLLLCHWDGCLQFLVPLLQD-- FPPDCWVSL- -~ - - -
Hsa-HCN1  VYKTARALRIVRFTKILSLLRLL LIRY IHQWEE I FHMTYDLASAVVRIFENLIGMMLLLCHWDGCLQFLVPLLQD- - FPPDCWVSL- - - - - - -
Mmu-HCN2 VYKTARALRIVRFTKILSLLRLL LIRYI HQWEE I FHMTYDLASAVMRICNL I SMMLLLCHWDGCLQFLVPMLQD-- FPSDCWVSI-------
Rno-HCN2  VYKTARALRIVRFTKILSLLRLL LIRY [HQWEE I FHMTYDLASAVMRICNL I SMMLLLCHWDGCLQFLYVPMLQD- - FPSDCWV S [~~~ - ---
Hsa-HCN2  VYKTARALRIVRFTKILSLLRLL LIRY IHQWEE I FHMTYDLASAVMRICNL I SMMLLLCHWDGCLQFLYVPMLQD- - FPRNCWV S [~~~ - ---
Hsa-HCN4  VYKTARALRIVRFTKILSLLRLL LIRY HQWEE I FHMTYDLASAVVRIVNLIGMMLLLCHWDGCLQFLVPMLQD- - FPDDCWY S I-------
Mmu-HCN4  VYKTARAVRIVRFTKILSLLRLL LIRY IHQWEE I FHMTYDLASAVVRIVNLIGMMLLLCHWDGCLQFLYVPMLQD- - FPHDCWY S [~~~ - ---
Rno-HCN4  VYKTARALRIVRFTKILSLLRLL LIRY IHQWEE I FHMTYDLASAVVRIVNL I GMMLLLCHWDGCLQFLVPMLQD- - FPHDCWV S |- ------
Hsa-HCN3  VYKTARALRIVRFTKILSLLRLL LIRY IHQWEE I FHMTYDLASAVVRIENLIGMMLLLCHWDGCLQFLYVPMLQD- - FPPDCWVSI-------
Mmu-HCN3  VYKTARALRIVRFTKILSLLRLL LIRY IHQWEE I FHMTYDLASAVVRIFENLIGMMLLLCHWDGCLQFLVPMLQD- - FPSDCWV SM- - - - - - -
Rno-HCN3  VYKTARALRIVRFTKILSLLRLL LIRYMHQWEE I FHMTYDLASAVVRIFENLIGMMLLLCHWDGCLQFLYVPMLQD- - FPSDCWY SM- - - - - - -
Spu-HCN  FLEVSRALK I LRFAKLLSLLRLL LMRFV SQWEQAFNV- - - - ANAV IRICNLVCMMLL I GHWNGC LQY/LVPMLQE- - YPDQSWVA - ------
Hsa-Kv1.2 QGQQAMSLAILRVIRLVRVERIF HSKGLQILGQ:---------- TLKASMRELGLLIFFLFI GVILFSSA- -~ - VYFAE- - - -
U I GQQ AMS LA I LRV IRLVRVFRIFKLSRHEKGLQ I L GO N T LK SMRELGLLIFFLF IMGY I LFss RN, | - - B
Dme-Shaker  SSNQAMSLA I LRVIRLVRVFRIF HSKGLQILGR---------- TLKASMRELGLLIFFLFI-GVVLESSA---------- VY FAE-------
Hsa-Kv4.1 --DVSG---AFVTLRVFRVERIF HSQGLRILGY---------- TLKSCASELGFLLFSLTM- AIIIFATV---------- MFEYAE-------
Mmu-Kv3.1  AAKDV-- LGFLRVVRFVRILRIF HFVGLRVLGH- - -----~-- TLRASTNEFLLLITFLAL- GVLIFATM- - -------- IIYAE -------
Hsa-Kv5.1  MMELTNVQQAVQALR IMRIARIF HSSGLQTLTY - -vvmmn-- ALKRSFKELGLLLMYLAV- GIFVESAL---------- GYTME- -~~~ --
Hsa-Kv2.1  VLQFQNVRRVVQIFRIMRILRIL HSTGLQSLGF---------- TLRRSYNELGLLILFLAM- GIMIFSSL-~----~--- VEFAE-------
Rno-Kv2.1  VLQFQNVRRVVQIFRIMRILRIL HSTGLQSLGF---------- TLRRSYNELGLLILFLAM- GIMIFESSL---------- VEFAE-------
Hsa-Kv6.1  LDKVGL--- VLRVLRALRILYVM HSLGLQTLGL- - ------- TARRCTREFGLLLLFLCV- ATALFAPL---------- LYV IE-------
Hsa-Kv9.1 GKEFGHLGKVVQVFRLMR I FRVL HSTGLRSLGA- - - ------ TLKHSYREVGILLLYLAV- GVSVESGV---------- ANTAE-------
Rno-Kv8.1 TQELENVGRLVQVLRLLRALRML HSTGLRSLGM- - - - - - - - - - TITQCYEEVGLLLLFLSV-GISIESTI---------- ENFAE-------
Conservation
----------- 32445735667707304215733741----------454354457473974535- 18440445 ---------309533-------
P S6
300 310 320 E 340 350 360 370 o
Ath-KAT1 OGP R EVLFD | FEMMENLGLTAY LI GNNTN LYV HWT S AWM LT LT
Ath-KAT2 GDLHAENPREMLFFVFFMLFNLGFTSYL IGNMTNLYVHWT SRTRNFRDTVRAAS
Ath-AKT1 GDLHPVNTKEMIFDIFYMLFENLGLTAY L IGNMTNLVVHGT SRTRNFRDT IQAAS
Ath-AKT5 GDIHGNNAEERAFILFYMIFNLGLLAY | IGNMTNLVVHVTSRTRNFRDT IQAAS
Ath-AKT6 GDIHGVNSREMTFILFYMVFENLGLSAY | IGNMTNLVVHVTGRTRKFRDT IQAAS
Ath-AKT2 GDLHASNT | EMVFITVYMLFENLGLTAYL IGNMTNLVVEGTRRTMEFRNS | EAAS
Ath-KC1 GDLHAVNSREKT FNMFYMLFENIGLTSY | 1GIMTNLVVHGALRT FAMRSAINDIL
Ath-SKOR APV R EM 1 EAMYY I SEDMILGAY L IGNMTAL IVKGES K DI
Ath-GORK GDIHAVNLREMIFYMIYVSFDMVLGAYLIGNITALIVKG- SNTERFRDKMNDL |
RNO-HCN1 - N-- == - oo - - EMYNDSWGKQY SYALFKAMSHMLC 1 GMGAQAPVSMSDLW I TMLSMIVGATCYAMFYGHATALIQSLDSSRRQYQEKYKQVE
MmMu-HCN1 - N- - - == - - - - EMYNDSWGKQY SYALFKAMSHMLC 1 GYGAQAPVSMSDLW I TMLSMIVGATCYAMFYGHATALIQSLDSSRRQYQEKYKQVE
Hsa-HCN1 - N--------- EMVNDSWGKQY SYALFKAMSHMLC 1 GNGAQAPVSMSDLW I TMLSMIVGATCYAMFVGHATALIQSLDSSRRQYQEKYKQVE
MmMU-HCN2 - N+~ - ==~ - - - NMVNHSWSELYSFALFEKAMSHMLC I GY.GRQAP ESMTD IWLTMLSMIVGATCYAMFIGHATALIQSLDSSRRQYQEKYKQVE
RNO-HCN2 - N- - - - === - NMVNHSWSELYSFALFKAMSHMLC I GYGRQAP ESMTD IWLTML SMIVGATCYAMFIGHATALIQSLDSSRRQYQEKYKQVE
Hsa-HCN2 - N--------- GMYNHSWSELY SFALFKAMSHMLC1GY.GRQAPESMTD IWLTMLSMIVGATCYAMFIGHATALIQSLDSSRRQNMQEKYKQVE
Hsa-HCN4 - N--------- NMVNNSWGKQY SYALFKAMSHMLC I GYGRQAPYVGMSDVWLTML SMIVGATCYAMFIGHATALIQSLDSSRRQYQEKYKQVE
Mmu-HCN4 - N--- =~ ---- GMVYNNSWGKQY/ SYALFKAMSHMLC 1 GYGRQAPVGMSDVWLTML SMIVGATCYAMF IGHATALIQSLDSSRRQMQEKYKQVE
RNO-HCN4 - N-- == --- - - GMVYNNSWGKQY/ SYALFEKAMSHMLC I GY.GRQAPVGMSDVWLTML SMIVGATCYAMF IGHATALIQSLDS SRRQ¥QEKYKQVE
Hsa-HCN3 - N----- -~ -« HMVNHSWGRQY SHALFKAMSHMLC | GYGQQAPYVGMPDVWLTML SMIVGATCYAMFIGHATALIQSLDSSRRQYQEKYKQVE
MMU-HCN3 - N- -« == - - - - RMVNHSWGRQY SHALFEKAMSHMLC I GYGQQAPYVGMPDVWLTMLSMIVGATCYAMFIGHATALIQSLDSSRRQYQEKYKQVE
RNO-HCN3 - N-- -~ - - - RMVNHSWGRQY SHALFKAMSHMLC I GYGQQAPYVGMPDVWLTML SMIVGATCYAMFIGHATALIQSLDSSRRQYQEKYKQVE
SPU-HCN - N-- == - - - - GLEHAHWWEQYTWALFKALSHMLCIGYGKFPPQSITDVWLT IV SMVSGATCFALFIGHATNLIQSMDSSSRQNMREKLKQVE
Hsa-Kv12 - A--------- D- ERESQFPSIPDAFWWAVYSMTTVGYGDMVPTT I GGKIVGSLCAIAGY LT IALPVPVIVSNE------ NY FYHRETEGEE
RNO-KV12 - A----oen-- DRI | P DA FwwAv Y SMT RS CNNERE T | GGK IVGSLCAIAGYLT IALPVPY VSN F NY FYHR ET |3l
Dme-Shaker - A--------- G- SENSFFKSIPDAFWWAYVVTMTTVGY/GDMTPVGVWGK [VGSLCAIAGY LT IALPYPVIVSNE------ NY FYHR ETDQEE
Hsa-Kv4.1 - K--------- G- TNKTNFTSIPAAFWYT [VIMTTLGY.GDMVP ST I AGK I FGSICSLSGV LV IALPYPVIVSNE------ SR IYHQNQR- - -
Mmu-Kv3.1 - RIGAQPNDP SA- SEHTHFKNIP | GFWWAVVTMTT LGNGDMYPQTWSGMLYGALCALAGY LT | AMPY PV IVNNF------ GMYY S LAMAKQK
Hsa-Kv5.1 -Q--------- S-HPETLFKNIPQSFWWA I | TMTTVGMGD I YPKTTLSKLNAAISFLCGV IAIALP IHPIINNE------ VRYYNKQRVLET
Hsa-Kv21 - K--------- D- EDDTKFKSIPASFWWAT I TMTTVGY.GD I YPKTLLGK IVGGLCCIAGYLY IALPIPIIVNNE------ SEFYKEQKRQEK
RNO-KVv2.1 K-~ - D- EDDTKFKSIPASFWWAT I TMTTVGYGD [ YPKTLLGK IVGGLCCIAGVLY IALPIPIIVNNE------ SEFYKEQKRQEK
Hsa-Kv6.1 - N--------- EMADSPEFT SIPACYWWAY | TMTTVDNGDMVPRSTPGQVVALSSILSGILLMAFPYTSIFHTE--- - - - SPSYLELKQEQE
Hsa-Kv9.1 - K--------- E-- EDVGENTIPACWWWGTYV SMTTVGN.GDVVPVTVAGKLAASGCILGGILVVALP ITITENKE------ SHEYRRQKALEA
Rno-Kv8.1 - Q--------- S~ IPDTTETSVPCAWWWATT SMTTVGMGD | RPDITTGK IVAFMCILSGILVLALPIAIINDRE------ SACYFTLKLKEA
Conservation

2-0210141364177

6765485865

35172730444424454545754487592175247

22232000



