70 Nautilia profundicola AmH
60
50
40
30 B Cellular metagenome (779)
B Viral metagenome (73)
20 @ Virome subset (35)
10
O | — T T T T T T T T T T 1
0 010203040506070809 1 15 2 25 3 25 4
80 Thermococcus kodakarensis KOD1

60

40

H Cellular metagenome (14)

B Viral metagenome (51)

20 © Virome subset (11)
0 B

0 01 020304050607 0809 1 15 2 25 3 25 4

45 Thermococcus onnurineus TON1

40

35

30

25

20 i H Cellular metagenome (18)

15 B Viral metagenome (52)

10 @ Virome subset (13)

]

0 01020304 0506 07 0.8 0.9

1

1.5 2 25 3 25 4

Figure S5. Histograms of dN/dS for genes in three different genomes mapped by the cellular metagenome,
virome, and virome subset. Caminibacter mediatlanticus TB-2 and Nitratiruptor sp. SB155-2 are not shown
because the virome subset mapped to only four and zero genes in each of these genomes, respectively. Num-
bers in legends indicate the number of genes included in each histogram.



