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TableS1

OPHN1 - gDNA |Forward Reverse

Ex2 gDNA 5’-gtgcattgatgctctcgg-3’ 5’-atttgcctcagagatcggg-3’
Ex3 gDNA 5’-cctgcetcagagceacttacc-3’ 5’-ccaagtgctctgtatccaca-3’
Ex4 gDNA 5’-gtctgtcaagcaccatgatta-3’ | 5’-gcaccaagaagctatctgac-3’
Ex5 gDNA 5’-aggaatcttgtatctgaac-3’ 5’-gtcatgttagctgaggctac-3’
Ex6 gDNA 5’-gacagagttacaactacagac-3’ |5’-ctgtttctaaggcatag-3’

Ex7 gDNA 5’-tggaccagaaactggaatcc-3’ | 5’-ttccactgattatccttcacg-3’
Ex8 gDNA 5’-agggattacaggcataagcc-3’ | 5’-ttggataggagtcagtaacc-3’
Ex9 gDNA 5’-tgcacatgctgtaagcaggg-3’ | 5’-aattcactgccgacaagtgg-3’
Ex10 gDNA 5’-gactctgaagagcaatgtgta-3° | 5’-atggcctcacgtaacagtga-3’
Ex11 gDNA 5’-gacactgaagacactgtagg-3’ | 5’-ggacattgccaatttcacagc-3’
Ex12 gDNA 5’-tctgtaagcctatgcettgtte-3’ 5’-actcatacactggcatatgct-3’
Ex13 gDNA 5’-cgcctggcctgttcaagta-3’ 5’-cccatattcagacttgcgttag-3’
Ex14 gDNA 5’-ttaataggtgacacctgttgc-3’ 5’-gcttgcataccactagtttag-3’
Ex15 gDNA 5’-atttggagagatgctgtagg-3’ 5’-cacattttagcagtgtctcc-3’
Ex16 gDNA 5’-cagaccagaatgcagtcatg-3’ | 5’-cacgttaactccgctcaaca-3’
Ex17 gDNA 5’-agaatccaatacccagctgc-3° | 5’-cttgagttagacagcaagcaa-3’
Ex18 gDNA 5’-gctcaatccagttgcccag-3’ 5’-ttcctcacagagcattcage-3’
Ex19 gDNA 5’-ttgtaatcttgccttccaatac-3’ 5’-ggaagacaggtagtgagaata-3’
Ex20 gDNA 5’-ctagatataaggccaacaag-3’ | 5’-tggtcatgccaccgcttct-3’
Ex21 gDNA 5’-tgccacagtgacataactg-3’ 5’-ctcagaaggatctcaagg-3’
Ex22 gDNA 5’-agccagagttgttagtcacc-3’ 5’-gcctagtacaggacttcag-3’
Ex23 gDNA 5’-attggttctcacgtgtatacc-3’ 5’-tgtatgctaaggatgcagttat-3’
Ex24 gDNA 5’-tagcactggcctagaagtgt-3’ 5’-cgtaatgaaggcttatgtgga-3’
OPHNL1 - cDNA

cDNA-1Fw 5’-actgcgatagttagttagctctcc-3’
cDNA-1Rev 5’-ccgctecttggtgaag-3’

cDNA-2Fw 5’-ttgctgattaaacccttggaaaa-3’
cDNA-2Rev 5’-acatctcctgggcatttagg-3’

cDNA-3Fw 5’-agaacctatctaccacagcc-3’

cDNA-3Rev 5’-agtttccccactcctctgaa-3’

cDNA-4Fw 5’-ccctggatgaaagcgaagat-3’

cDNA-4Rev 5’-ctttcagaacctggaaaggg-3’

AluJo Fw 5’-acataaggccactaaggctc-3’

AluJo Rev 5’-gcctgagcaacatagtgaga-3’

AluSZ Fw 5’-aagtgatgggagagatagac-3’

AluSZ Rv 5’-cacaaccctgcctttactca-3’

AluJo 2Fw 5’-cccaactaacaagtgtcagg-3’

AluJo 2 Rev 5’-aacttagccaagtgtagtgg-3’

OPHNL1 - splicing

Splice exons 8-11 Fw 5’-cagtttacagaatgggccct-3’

Splice exons 9-11 Fw 5’-aagagaaatgggcccttgga-3’

Splice 12-13 Rev 5’-ggctgtggtagatggttct-3’

Exon 8 Fw 5’-agcctgtcttggectttett-3’

Exon 11 Rev 5’-ggttcctggcctttcattag-3’
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