Table S1. Strains used in this studya.
	Strain
	Alternative designation
	Origin
	339-IR-340 region #b
	Source or referencec 

	WCFS1d
	NCIMB 8826
	Human saliva, UK
	1
	1[]


	ATCC14917
	LMG 6907
	Pickled cabbage, Denmark
	2
	ATCC

	MLC43
	
	Raw cheese with rennet, Italy
	
	WUR

	CHEO3
	
	Pickled sour sausage, Vietnam
	1
	NIZO

	NCTH19-1
	
	Pickled sour sausage, Vietnam
	
	NIZO

	NCTH19-2
	
	Pickled sour sausage, Vietnam
	3
	NIZO

	NCTH27
	
	Pickled sour sausage, Vietnam
	1
	NIZO

	LD2
	
	Fermented orange, Vietnam
	2
	NIZO

	NOS140
	
	Cabbage kimchi, Japan
	2
	NIZO

	Q2
	
	Fermented sourdough, Italy
	4
	DSDA

	H4
	
	Fermented sourdough, Italy
	5
	DSDA

	H14
	
	Fermented sourdough, Italy
	5
	DSDA

	CECT4645
	
	Cheese
	
	NIZO

	KOG18
	
	Turnip pickled with rice bran, Japan
	6
	NIZO

	KOG24
	
	Cheese, Japan
	7
	NIZO

	LMG9208
	
	Sauerkraut, UK
	2
	NIZO

	Lp95
	
	Wine red grapes, Italy
	2
	NIZO

	B2830
	
	Cassava sour
	7
	NIZO

	B2831
	
	Cassava sour
	
	NIZO

	N58
	
	Pickled sour sausage, Vietnam
	2
	FIRI

	X17
	
	Hotdogs, Vietnam
	2
	NIZO

	LAC7
	
	Banana fermented, Vietnam
	2
	NIZO

	LD3
	
	Radish pickled, Vietnam
	2
	NIZO

	DKO22e
	
	Cassava sour, Nigeria
	8
	NIZO

	299
	DSM 6595
	Human colon, UK
	9
	2[]


	CIP104440
	61A
	Human stool, France
	5
	CIP

	SF2A35Bd
	
	Sour cassava, South America
	8
	3[]


	NCIMB12120e
	
	Ogi, Nigeria
	8
	NCIMB

	CIP104441
	61P
	Human stool, France
	5
	CIP

	CIP104450
	61BR
	Human stool, France
	4
	CIP

	CIP104451
	61CA
	Human urine, France
	
	CIP

	CIP104452
	
	Human tooth abcess, France
	
	CIP

	299v
	DSM 9843
	Human intestine, UK
	9
	4[]


	NC8
	
	Grass silage, Sweden
	10
	5[]


	LM3
	
	Silage
	2
	6[]


	LP80
	DSM 4229
	Silage
	6
	C. Platteeuw

	LP85-2e
	
	Silage, France
	8
	7[]


	ATCC8014
	LMG 1284
	Maize ensilage
	7
	ATCC

	NCDO1193
	LMG 9209
	Vegetables
	2
	NCIMB

	CIP102359
	
	Human spinal fluid, France
	
	CIP

	CIP104448
	61BB
	Human stool, France
	7
	CIP

	LMG18021
	
	Milk, Senegal
	
	BCCM


a Adapted from Molenaar et al. 8[]
 and Siezen et al. 9


[ ADDIN EN.CITE ]
.
b Number of the variable intergenic region between lp_0339 and lp_0340. The number is the same as in Figure 3.
c NCIMB, National Collections of Industrial, Marine and Food Bacteria, United Kingdom; ATCC, American Type Culture Collection, USA; WUR, Wageningen University and Research Center, the Netherlands; NIZO, NIZO food research collection, the Netherlands; DSDA, Dipartimento di Scienza degli Alimenti, Universitá degli Studi di Napoli Federico, Italy; FIRI, Food Industries Research Institute, Vietnam; CIP, Collection of Institute Pasteur, France; and BCCM, Belgian Co-ordinated Collections of Micro-organisms, Belgium.

d Strains in bold are consumed by the subjects, as they could be discriminated on basis of their 339-IR-340 region.

e Putative subspecies argentoratensis 10[]
. 
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