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Figure S2. ISO-βAR overstimulation-induced proteome changes in cerebral arteries (CAs) identified by comparative 2-DE. Enlarged 2-DE spot images show the alteration of CAs protein expression for each group (C, control; ISO, ISO-βAR overstimulation). Regions of 2-DE gels with reproducible protein alterations are indicated in the box. Significant changes relative to the control proteins are indicated in the graphs to the right of the spot images (*P < 0.05, n = 3). Results are categorized under functional clusters of orthologous groups of proteins (COGs).
