
Figure S11. Conservation index of the fifteen highly conserved piRNA target sequences in the indicated species. The HeT-A_pi1 target 
labeled in red. Positives and negative bars indicate higher or lesser conservation of the piRNA target sequence in respect to the TE sequence 
where the target is embedded. Stars indicate cases where the number of nucleotide changes of the piRNA target sequence is significantly 
different than the TE sequence where the target is embedded (*=p<0.05; ***=p<0.005)
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D. melanogaster
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