
Table S1. Microsatellite statistics per locus, per population. A = total number of alleles per locus across all populations. AE = 

effective number of alleles. Ap = private alleles per locus, per population. Ho = observed heterozygosity per locus, per population, and 

He = expected heterozygosity per locus, per population, as calculated in Arlequin v. 3.11 [32]. P-values in bold were significant after 

sequential Bonferroni correction of alpha (α). Number next to population abbreviation indicates number of samples. 

 
 
 
 
 


