>hsa-miR-107
AGCAGCAUUGUACAGGGCUAUCA

Site 1

hs_NM_003885.0
UGCUGGGUCCAGGGUAGGCAAGGCUGCCGGCUGCACC
pt_NM_003885.0
UGCUGGGUCCAGGGUAGGCAAGGCUGCCGGCUGCACC
mm_NM_003885.0
CGAUGGAUCCAGGGUAGAUGAGGCUUCCCACUGUCCC

rn_NM_003885.0
CGAUGGAUCCAGGGUAGAUGAGGCUUCCCGCUGUCCC

cf_NM_003885.0
UGCUGGA-CCAGGGCAGGUGAGGCUGCCCGCCGCUCC


* ***  ****** **   ***** **  * *  **
TARGET : hs_NM_003885
MIRNA  : hsa-miR-107
mfe: -25.3 kcal/mol

position  1
target 5'    G     AGG  AG   AG     C 3'

              GGUCC   GU  GCA  GCUGC    

              UCGGG   CA  UGU  CGACG    

miRNA  3' ACUA     A         UA     A 5'
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Site 2/3
hs_NM_003885.0
AACUCGCCCCCCUACCCCCUUGUCUGCUGCUCCCAGCCACG
pt_NM_003885.0
AACUCGCCCCCCUACCCCCUUGUCUGCUGCUCCCAGCCACG
mm_NM_003885.0
AGCUC-CCCUCCCAUCCUUUUGUCU-CUGCUC----CCACG
rn_NM_003885.0
AGCUC-CCUCCCCGUCCUUUUGUCU-GUGCU-----CCACC
cf_NM_003885.0
AACUUGCUCCCUGGCCUCCUUACCCCCUGCUCCCAGCCGUG


* **  *   *    *   **  *   ****     **   
TARGET : hs_NM_003885
MIRNA  : hsa-miR-107
mfe: -20.5 kcal/mol

position  1
target 5'     C    CCC   CCCCU  U      3'

               GCCC   UAC     UG CUGCU   

               CGGG   AUG     AC GACGA   

miRNA  3' ACUAU    AC    UU            5'
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nfe: 20.5 keal /ol




TARGET : hs_NM_003885
MIRNA  : hsa-miR-107
mfe: -22.1 kcal/mol

position  10
target 5'      C      C           3'

                CCUUGU    UGCUGCU   

                GGGACA    ACGACGA   

miRNA  3' ACUAUC      UGUU        5'
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Site 4
hs_NM_003885.0
ACCUAAGGGCUAAGGCCUCUUGCUGGUGCACAUGACAU
pt_NM_003885.0
ACCUAAGAGCUAAGGCCUCUUGCUGGUGCACAUGACAU
mm_NM_003885.0
ACUUGCAUGCUAAGGCCUCUCGCUGGUGCCCGUGAUCU
rn_NM_003885.0
ACUUACAUGCUAAGGCCUCUUGCUGGUGCACAUGAUAC
cf_NM_003885.0
ACCUGAGGGCUAAGGCCUCUUGCUGGUG--CAUGACAU


** *    ************ *******  * ***   

TARGET : hs_NM_003885
MIRNA  : hsa-miR-107
mfe: -19.0 kcal/mol

position  4
target 5'    G    AA GC UCU     G  3'

              GGCU  G  C   UGCUG     

              UCGG  C  G   ACGAC     

miRNA  3' ACUA    GA AU UU      GA 5'
[image: image4.png]nfe: -19.0 keal /ol




Site 5/6
hs_NM_003885.0
UUCUACAACUGAUCAUUUGCAGCUGCUGGUUUUGGUU-UC
pt_NM_003885.0
UUCUACAACUGAUCAUUUGCAGCUGCUGGUUUUGGUU-UC
mm_NM_003885.0
UG-UGCAGCUGAGCACUUCCAGCUGCAGGGUGUGGCCGCC
rn_NM_003885.0
UG-UCCAGCUGAUCACUUCCAGCUGCUGGGUGUGGUG-CC
cf_NM_003885.0
UC-UGCACCUGAUCAUUUGCAGCUGCCGAUUUGGGUU-UC


*  * ** **** ** ** ******* *  *  **    *

TARGET : hs_NM_003885
MIRNA  : hsa-miR-107
mfe: -17.5 kcal/mol

position  5
target 5'        A   AUCAUU             3'

                  CUG      UGCA  GCUGCU   

                  GAC      AUGU  CGACGA   

miRNA  3' ACUAUCGG             UA       5'
[image: image5.png]nfe: -17.5 keal/nol




TARGET : hs_NM_003885
MIRNA  : hsa-miR-107
mfe: -18.2 kcal/mol

position  2
target 5'        A   AUCAUU            G 3'

                  CUG      UGCA  GCUGCU    

                  GAC      AUGU  CGACGA    

miRNA  3' ACUAUCGG             UA        5'

[image: image6.png]nfe: -18.2 keal/nol




Site 7

hs_NM_003885.0
G--CCGGAGAACAUCUGCCUUG--CUGCACCUGAGGCCC
pt_NM_003885.0
G--CGGGAGAGCAUCUGCCUUG--CUGCACCUGAGGCCC
mm_NM_003885.0
A--CUAGAGAGCCUUUCCCCGGCCCCUCAUCCGGGUUCC
rn_NM_003885.0
G-ACUAGAGGGCCUUUCCCCAGUCCCUCAUCCGGGUUCC
cf_NM_003885.0
GGGCUGGGAUGGCGAUCCCUCG--CCCCAGCUGCGCU--


   *  *        * **  *  *  ** * * *    

TARGET : hs_NM_003885
MIRNA  : hsa-miR-107
mfe: -20.4 kcal/mol

position  12
target 5'     U                 A 3'

               GCCU       UGCUGC    

               CGGG       ACGACG    

miRNA  3' ACUAU    ACAUGUU      A 5'
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Site 8

hs_NM_003885.0
CAGCGGTGGAAGGAGCCTGC---GGCTGCTG-GCACAGACT
pt_NM_003885.0
CAGCGGTGGAAGGAGCCTGC---GGCTGCTG-GCACAGACT
mm_NM_003885.0
CGGAGCTGGAAAGC-CCTGCAAGGCTTGCTGAGTGCAGGCC
rn_NM_003885.0
TGGAGCTGGAAAGC-CCTGCAAGGCCTGCTGACTACAGGCC
cf_NM_003885.0
CGGAGCTGGAAGGAACCT-C---GGCTGCTG-CCACAGACT


  * * ***** *  *** *   *  *****    *** * 

TARGET : hs_NM_003885
MIRNA  : hsa-miR-107
mfe: -24.3 kcal/mol

position  4
target 5' G  AGG          G        G 3'

           GA   AGCCU   GC   GCUGCU    

           CU   UCGGG   UG   CGACGA    

miRNA  3' A  A       ACA  UUA        5'

[image: image8.png]nfe: 24.3 keal/nol




Site 9

hs_NM_003885.0
CACAGCCUGUC--UUCAGAUCCUGCUGCCGCGUGCGACC
pt_NM_003885.0
CACAGCCUGUC--UUCAGAUCCUGCUGCCGCGUGCGACC
mm_NM_003885.0
UGCAGCCCAUC--CUCACAUCCUGCUGCCACG-GUGACC
rn_NM_003885.0
UGCAGCCCAUC--CUCAGAUCCUGGAGCCCCC----CCC
cf_NM_003885.0
CCCAGCCCGUCUGUUCAGAUCCCGCUGCCACGUGUGACC


  *****  **   *** **** *  *** *      **

TARGET : hs_NM_003885
MIRNA  : hsa-miR-107
mfe: -22.1 kcal/mol

position  1
target 5'       G     CUU   AUCC      C 3'

                 CCUGU   CAG    UGCUGC    

                 GGACA   GUU    ACGACG    

miRNA  3' ACUAUCG     U               A 5'
[image: image9.png]nfe: 22.1 keal/nol




Site 10

hs_NM_003885.0
AGCAAAGAACCCAUUUGCCAUGCUGCUAUGAAGACUA
pt_NM_003885.0
AGCAAAGAACCCAUUUGCCAUGCUGCUAUGAAGACUA
mm_NM_003885.0
AGCAAAGAACCUAUCUGACAUGCUGCUAUGAAGAC-A
rn_NM_003885.0
AGCAAAGAACCCGUCUGACAUGCUGCUAUGAAGAC-A
cf_NM_003885.0
GGCCCUGAGCCCAUCUGACAUGCUGCUAUGAAGACUA


 **   ** **  * ** ***************** *

TARGET : hs_NM_003885
MIRNA  : hsa-miR-107
mfe: -24.5 kcal/mol

position  2
target 5' A  A     AUU   C        A 3'

           GA   CCC   UGC AUGCUGCU    

           CU   GGG   AUG UACGACGA    

miRNA  3' A  AUC   AC    U          5'
[image: image10.png]5
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Site 11

hs_NM_003885.0
AAAACC--UUUAUUCUUUAAUUGUUGCU
pt_NM_003885.0
AAAACC--UUUAUUCUUUAAUUCUUGCU
mm_NM_003885.0
AACCCC--UUUAUUC-----UUGUUGCU
rn_NM_003885.0
AACCCCCUUUUAUUC-----UUGUUGCU
cf_NM_003885.0
AACCCC--UUUAUUCUUUAAUUGUUGCG
gg_NM_003885.0
CAUUCC--UCCCUCCUCUCAUCGUUGCU


 *  **  *   * *     *  **** 

TARGET : hs_NM_003885
MIRNA  : hsa-miR-107
mfe: -16.7 kcal/mol

position  2
target 5'       A   U   UCUUUAAU        3'

                 CCU UAU        UGUUGCU   

                 GGA AUG        ACGACGA   

miRNA  3' ACUAUCG   C   UU              5'
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